Journal of Chinese Oncology,2023,Vol.29,No.10

E4wFS RNA T AHE TR RIERE

THrENH K
(L) P B 25 R Jm B HEBE Be , ) 78 T 5300115 2. 19 7 BE B~ 45 T B s R e,
AR M 510980)

W OE . R — PR 2 A 0 PR IR I R TS M 25 9 T 4B (liver cancer stem cells,
LCSCs) 2 9 40 M rf — 28 HLAT [ 38 0007 A0 22 1) 40 A0 V8 68 1) 40 it S 4, HL A A 19 1R 28 i B ik
T, S R UEE R RS UIA G . JE 4% RNA (non-coding RNAs,ncRNAs) JiJ e 1 41 i
(cancer stem cells, CSCs) W Af M SCHEI 1 N7, 2 5 7 CSCs 19 B KT (R 28 Tl 245 i 43 4k 55 3ot
T, 430K neRNAs 78 LCSCs & A4 AEFREFE A o i D1 BE S A F ML 45 3 47 R ik o0 ik JR A — 2534k
BT neRNAs S8 6 T7 B 0 a5, DU BE BRI B LCSCs, S & Bl 3t JHHss R 3 Y 10

FRR R bR R AR gAY RNA; H I8 3T 401k

FE 4S5 R735.7 XEkARIRED A XEHS:1671-170X(2023) 10-0878-07
doi:10.11735/}.issn.1671-170X.2023.10.B011

Research Progress on Non-Coding RNA’s Regulation of Liver

Cancer Stem Cells

WANG Cunfu', GUO Ju?
(1. Rutkang Hospital Affiliated to Guangxi University of Chinese Medicine , Nanning 530011, China;
2. The Fifih Affiliated Hospital of Southern Medical University, Guangzhou 510980, China)

Abstract: Liver cancer is a highly aggressive malignant tumor with a very poor clinical prognosis. Liver
cancer stem cells (LCSCs) are a subpopulation of cells with self-renewal and multi-directional differen-
tiation potential in liver cancer cells, which have strong invasion and migration capabilities, and are
closely related to the occurrence, progression and metastasis of liver cancer. Non-coding RNAs (ncRNAs)
are a key regulator of cancer stem cells (CSCs) subsets, which are involved in CSCs self-renewal, in-
vasion, drug resistance and differentiation. This paper reviews the research progress on function and
mechanism of ncRNAs in the initiation, maintenance and regulation of LCSCs in recent years, and
uses ncRNAs to find new targets for the treatment of liver cancer, in order to selectively eliminate LC-
SCs and ultimately improve the prognosis of liver cancer patients.
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Table 1 Regulatory role of ncRNAs in LCSCs

ncRNAs Role in LCSCs Signaling pathways/targets Reference
IncRNAs
IncCAMTA1 Promote Inhibits the tumor suppressor CAMTA1 [11]
IncHOTAIR Promote Downward adjustment of SETD2 [12]
IncCAM-1-related Promote Maintenance of ICAM-1 expression [13]
IncCUDR Promote Upregulation of TERT and ¢-Myc [14]
IncMEG3 Inhibitory Activation of PKM2 and inactivation of PTEN to inhibit -catenin [15]
miRNAs
Let-7a Inhibitory Inhibition of TCF4 [16]
Let-7b Inhibitory Suppression of FZD4 [17]
miR-21 Promote Upregulation of PTEN, RECK, PDCD4 [18]
miR-25 Promote Upregulation of PTEN/PI3K/AKT/Bad [19]
miR-122 Inhibitory Inhibition of PDK4 [20]
miR-130b Promote Upregulation of TP53INP1 [21]
miR-137 Inhibitory Inhibition of ANT2 [22]
miR-142-3p Inhibitory Inhibition of CD133 [23]
miR-145 Inhibitory Inhibition of Oct4 [24]
miR-150 Inhibitory Down-regulation of cyclin D1, Bel-2, c-Myc expression [25]
miR-152 Inhibitory Inhibition KIT [26]
miR-155 Promote Upregulation of TP53INP1 [27]
miR-200a Inhibitory Down-regulates the expression of N-cadherin, ZEB2 and waveform proteins; [28]
upregulates E-cadherin expression
miR-200b Inhibitory Inhibition of BMII, CD13, CD24 [29]
miR-214 Inhibitory Inhibits Catenin, EZH2 [30]
miR-216a/217 Promote Up-regulates the expression of PTEN and Smad7 [31]
miR-449a Promote Downward adjustment of TCF3 [32]
miR-589-5p Inhibitory Inhibition of MAP3K8 [33]
miR-612 Inhibitory Inhibition of SP1/Nanog [34]
circRNAs
circMTO1 Inhibitory miR-9 of p21 [35]
¢SMARCAS Inhibitory miR-17-3p and miR-181b-5p of TIMP3 [36]
circMAT2B Promote miR-338-3p [37]
cire-10720 Promote Twistl1, the transcription factor of EMT [38]
circRHOT1 Inhibitory Recruit TIP60 to NR2F6 [39]
circASAPI Promote miR-326 and miR-532-5p [40]
G H1 miR-155 X} EpCAM25 (520, [R]#E , BMP-SMAD

2.2 {37y RNA (microRNAs,miRNAs)

A BIFGE RS 3 35 W B A B A i LCSCs 50 E
LCSCs TPEFFE Y HCC 41 UM AR HEAT IR W A% TR
G302 Bl S T AR A R T AR
FIEALH) miRNAs, W1 :miR-125b.miR-130b.miR-148a
miR-181 .miR-192-5p miR-150,miR-155 miR-223 let-7c
miR-200b ,miR-222 . miR-424 . miR-429 #1 miR-1246
g,

miRNAs (9 T #IEARAE A FCE R Rt
WNT/B-catenin {5 5 # Oct4 i 3K 3 19 miR-1246 %
AXIN2 F1 GSK3B28 1wz, LA & miR-181 % NLK23
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miR-34 BN A T im KI5 (NCT01829971), Hi
THRTT I M T g R At S AR 7 FE AN Y 75
B AR SR IR S PEAN BRE (response evalu-
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Fa M IncRNA-MALATI © %% 31E B ] BH 8 sl 2D il 982 /1N
BRI o B g A= K RN G #5174 IncRNAs )
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