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Abstract: Exosomal microRNAs(miRNAs) play an important role in various processes of ovarian cancer
progression, such as ovarian cancer cell proliferation, apoptosis and invasion. Exosomal miRNAs are
involved in gene expression, message RNA (mRNA) synthesis and protein generation through various
pathways, and as a messenger, exosomal miRNAs take a significant role in tumor microenvironment,
all these contribute our understanding of the pathogenesis of ovarian cancer. A growing number of studies
have shown that miRNAs as emerging biomarkers can be used for early detection and treatment evalua-

tion, and also as targets for treatment of ovarian cancer.
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Table 1 The role of exosomal miRNAs in the diagnosis of ovarian cancer

miRNAs Expression of miRNAs Significances Reference
miR-200f Upregulated miR-200f overexpressions are associated with the aggressive tumor progres- [12]
sion and be recognized as reliable markers to predict the prognosis and sur-
vival in EOC patients
miR-205 Upregulated miR-205 is associated with ovarian cancer staging and lymph node metasta- [13]
sis, and when combined with biomarkers CA-125 and HE4 proteins, it im-
proves the diagnosis of ovarian cancer effectively
miR-21-5p, Upregulated miR-21-5p, miR-29a-3p, miR-30d-5p were significantly upregulated in CCCO [17]
miR-29a-3p, cells,which indicates that these miRNAs can be promising targets for the di-
miR-30d-5p agnosis and treatment of ovarian cancer
miR-484 Downregulated Ovarian cancer patients with low serum exosomal miR-484 expression and [15]
high serum CA-125 levels tend to have poor survival benefits
miR-34a Downregulated The continuous mutation of TP53 may lead to the decrease of the level of [21]

miR-34a in the cells and promote carcinogenesis and tumor proliferation

Notes : miR-200f : miR-200 family ; EOC : epithelial ovarian cancer; HE4 : human epididymis protein 4;CCCO:clear cell carcinoma of the ovary
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Table 2 The role of exosomal miRNAs in the treatment of ovarian cancer

LA ;:t‘ Iﬁl i 1% miR-497 Hl '%E //A\ % Ij\] miRNAs Expression of miRNAs Target Reference

Jig B (triptolide, TP) . 1% 44 K ki miR-330-3p  Downregulated Exosome miR-330-3p/JAM2 axis [24]

BEWN AN AT A, e R e o o

™ o s [ mih- -3p pregulate

DA A R, AR miR-497 Upregulated PIBK/AKT/mTOR signaling pathway [27]

() PI3K/AKT/mTOR {5 5 i@ ¥ ) miR-221-3p  Downregulated CDKNIB [28]

LAk, BTG M A (reactive miR-199a-5p Upregulated HIF-2a [30]
miR-155-5p  Upregulated PD-L1 [23]

oxygen species, ROS) 19 7=, JIf I

Notes : JAM2 :junctional adhesion molecule 2;CDKNIB:cyclin-dependent kinase inhibitor 1B;
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HIF-2a : Hypoxia-inducible factor-2a; PD-L1 : programmed death ligand 1
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