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Research Progress on hnRNPA2BI1 in Development of Breast Cancer
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Abstract: hnRNPA2B1 is a multifunctional RNA binding protein and belongs to heterogeneous nucle-
ar ribonucleoprotein family. In recent years, studies reported that hnRNPA2BI1 is over-expressed in
breast cancer cells and tissues, promoting cell proliferation, migration and invasion. Researchers have
revealed that hnRNPA2B1 is closely related to the occurrence and development of breast cancer,
which provides new insights on the progression and molecular mechanisms of breast cancer, and sug-
gests that hnRNPA2B1 might be used as a novel molecular marker for the early diagnosis, efficacy e-
valuation and prognosis prediction of breast cancer.
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mRNA V40 A BHE , 28R 40 A0 RS IR 2, 89T Bk
AR I HARR S PR R R BT 307 0 hnRNPA2BL 2 5
Ui B AR I DNA MBS, DT IR 4 foheg Rt 22 R A 7P
I & R hnRNPA2B 1 3 77 98 40 At Py AR 38, an 45
Pz fi 5 LR A9 =422, hnRNPA2B1 & — A 2L %0 A9 32
PEPE YR ) ARV 22 2SR R M R T
3 o 4R R AR pS3 %A 2 (tumor protein
p33-inducible nuclear protein 2, TP53INP2) [ i £5 14
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VT WA HF 58 E W] hnRNPA2B1 7842 ik 3L R 9 41
i ok AR P R A T AR L A R
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H P62/sequestosome-1 (SQSTM1)Z2 534 il , # FR hn-
RNPA2B1 1 i FL e 9 240 ML 3 ik o F 5% 45 2R & 1)
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¥ A(vascular endothelial growth factor-A, VEGF-A)
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hnRNPA2BI1 i i 2 5 £ Fl {5 5 38 #% 42 25 FL A
AR R ST Harros &0, LiiEis e 7
4% miR-204 | FLARSE 1 5 5 (breast cancer type 1
susceptibility, BRCA1) , it 45 ERK1/2 5 STAT3
E-cadherin(E-45 & &5 1) 55 i@ 42, 9K TN P 55 POIE 52
miR-204 TEFLIREEAHAUh RIB T, HHMEKRE
Tia AN KA AR BLE A WF58UE B miRNA 2 50
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MM OE, BRCAT AT LLE o 70 il hnRNPA2B1 (1) %
ISk LR R F% . hnRNPA2B1 & (it 5 L-
1F 5 & R (L-norleucine ) #1 H./E FH , #l | E-cadherin
(E-E5 258 )P PRI 657 Twist1 F1 Snail B9k, A
MifiE i E-cadherin F3k , #H| FLIE 22,

W% & B hnRNPA2B1 38 i ¥ 2 50 T IlE 5 5
I e P AR o FLI I R R DOVE T . Al MR Y 2R
H % (extracellular-regulated kinase 1/2,ERK1/2)
B S AT DA ek ek T R DR A A sk S R A R
TG T 5 0k . (5 515 T 5RO N R
H % J% (signal transducer and activator of transcrip-
tion, STAT) & — 21 7] LA A [R) 41 g P - 52 (A 3006 1)
FHOCHE 1, 7F 400 X 52 A A0 B A Y ok 2 P A
R AR KA 5 7E A0 A% 38 A N FE AR Pk B
W] STAT3 Fl ERK1/2 {5538 % (19 5 WS 7E 5L
Jidin e A S e 25 EE AR P FERIE hnRNPA2BI
TR LA, %02 MCF-7/H1 #l MCF-231/
H2 40 rf, Bl2 1k STAT3 1 ERK1/2 ik W] %
i, AL STAT3 F1 ERK1/2 7K - 7E 40 fitg oh 7% 1k A B
. fE4 T K ¥ L hnRNPA2BI % [X il B 30
STAT3 #l ERK12 )ik, Atk ,hnRNPA2B1 i i
ERK1/2 5 STAT3 #4217 5 7L e 4 B ) BUB T e,
Hu % 3E ] hnRNPA2B1 5 STAT3 #H 5 4F JH 342
Pk STAT3 AT .
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Y., hnRNPA2B1 7 J5 & 5= i 1 FL AR I h 58 3638

LRI 41 20h hnRNPA2B1 %k 5 & A 77)
FAHSE . Ma ZE2 0 Hr a4 N R B B 23097 1Y
50 {51 1T ~ T 309 2P it 98 16 3 190 2L B o 4 20 i ogs 57 21 41
' hnRNPA2B1 # H £ KK, 458 B8, hnRNP-
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