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Abstract: Long non-coding RNA(IncRNA) is a type of RNA that does not encode proteins with a
length of more than 200 nucleotides. Plenty of studies suggest that IncRNA plays important roles
in the occurrence and development of malignant tumors. ABHD11-AS1 as IncRNA, is aberrantly
expressed in various human cancers and can regulate the malignant biological behaviors including
proliferation, invasion and metastasis. This article reviews the expression and regulatory mecha-
nism of ABHD11-AS1 in neoplasms.
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Table 1 Functional characterization of ABHD11-AS1 in cancers

Cancer type Expression Biological function Related gene Refs

Cervical cancer Up Proliferation ,migration 1 ,invasion T , miR-330-5p/MARK?2 [5-6]
apoptosis |

Ovarian cancer Up Proliferation 1 ,migration 1 ,invasion T, RhoC,MMP2,P70s6k, TIMP2 [7-9]
cell cycle T ,apoptosis |

Endometrial cancer Up Proliferation ,migration 1 ,invasion T , cyclin D1 [10]
cell cycle T, apoptosis |

Gastric cancer Up Proliferation ,migration 1 ,invasion T, miR-361 -3p/PDPK1, PI3K/AKT, [15-16]
cell cycle T ,apoptosis | ZEBI1,ZNF217

Up Proliferation T ,migration 1 ,invasion T miR-1231/cyclin E1 [17-18]
Pancreatic cancer
Colorectal cancer Up Proliferation ,migration 1 ,invasion T miR-133a/SOX4,miR-1254/WNT1I1, [19-21]
ITGA5/PI3K/AKT

Thyroid carcinoma Up Proliferation T ,migration 1 ,invasion T, miR-199a/SLCIAS, miR-1301 -3p/ [22-24]
cell cycle T, apoptosis | STAT3

Non-small cell lung cancer Up Proliferation T , glycolysis T KLF4,STAT3 [25-26]

Bladder cancer Up Proliferation T , migration T ,invasion | N-cadherin, Vimentin [27-28]
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1 ABHD11-AS1 f7 758 X A2 e 1k 45 F 25 7 g i
BB A AT, I RAN BT 5 1 B 35 M i B 1k
Wt — kg, AN, 3T Transwell | 5o 2 Bl M
R K 5 S 0 W B g Ry S PR TR ¢ RNA (short
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STAT3 152 W Jof 968 40 g EMT 15 78 M1 412 08 H AR i
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Xue % >0 13 qRT-PCR A6 0 & B AR /1N 240 it fii
J# (non-small cell lung cancer,NSCLC ) A J8 2 21 N
ABHDI11-AS1 & 5 i 235 9 HH R KK 5 g
TNM 43 #% DIAH 3¢ | i #8315 ABHD11-AS1 44
HE R A ARV AR A AE 0 T 2% RNA PRk f e 3t
ULVE (methylated RNA immunoprecipitation, MeRIP)
513 W] ABHD11-AS1 41 [ f77E N6 i 11 H 34k
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AT 9 I HUH A B AR M ] 3G IncRNA Y
S R GR 5 R 5 A% R 45 B YA G, ABHD11-AS1
() 1o K- 22 38 0 5 5 2 K BRAN T 3 — 25 W98 TE 5K
AR A1 52 56 v e Y 45 52 siRNA T 8 ABHD11-AS1
FEIK S IR A0 14 5 22 B0 ] [ A 2 R I
FLER AN ATP A B it B 5 0 /D> (Warburg %00 ), i —
A 5 & B AR ABHD11-AS1 5 kiippel £ H T 4
(kiippel like factor 4 ,KLF4) ik /K F 8 2 L
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J& ABHD11-AS1 %} NSCLC it % 20 41 Warburg %1
AR HEVE o AN | 25 1F ME 45 2O S 56k BT Bk AB-
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STAT3 J& I 928 41 Jf ¥ 58 68 07 v Ik, 7 26 & 3% A
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5 I 2
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o ceRNA AL il 1 2 0 35 PR 35 25 AT 412 2 i 98 1) 0
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