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Expression of JAM-A in Nasopharyngeal Carcinoma and Its

Significance
JIANG Xue,DAI Bao-qiang, FENG Li-chun
(Cangzhou Ceniral Hospital ,Cangzhou 061000, China)

Abstract: [ Objective ] To investigate the expression of junctional adhesion molecule(JAM-A) pro-
tein in nasopharyngeal carcinoma(NPC) and its significance. [ Methods] One hundred NPC tissue
specimens (NPC group) and 50 specimens of nasopharyngeal mucosal hyperplasia polyps(control
group) were collected. The expression of JAM-A protein in tissue specimens was detected by im-
munohistochemical staining. The expression JAM-A mRNA and protein was detected by fluores-
cence quantitative PCR (QRT-PCR) and Western blot,respectively. [Results] The positive ex-
pression rate of JAM-A in NPC group was significantly higher than that in the control group
(63.00% vs 12.00% ,P<0.001). There was no significant difference in JAM-A positive expression
rate among NPC patients with different gender,age,T stage and differentiation degree(all P>0.05).
JAM-A positive rate in patients with lymph node metastasis was higher than that in patients
without metastasis (P=0.003). The expression of JAM-A mRNA in the NPC group was higher than
that in the control group(P<0.001). The JAM-A mRNA expression was not correlated with gender,
age, T stage,clinical stage and differentiation degree of NPC patients (all P>0.05). JAM-A mRNA
expression in patients with lymph node metastasis was higher than that in patients without metas-
tasis (P<0.001). The gray value of JAM-A protein expression in the NPC group was higher than
that in the control group (P<0.05). [Conclusion] JAM-A protein is highly expressed in nasopha-
ryngeal carcinoma tissues,which is closely related to lymph node metastasis.

Subject words : nasopharyngeal carcinoma;JAM-A protein;lymph node metastasis
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Figure 1 JAM-A expression in nasopharyngeal carcinoma (x200)
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Table 2 Comparison of JAM-A mRNA expression in nasopharyngeal

carcinoma patients with different clinical features
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Figure 2 The expression of JAM-A protein in two groups
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