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Abstract : MicroRNA(miRNA) is a single-stranded non-coding RNA with a length of approximate-
ly 22 nucleotides. It functions in the post-transcriptional regulation of gene expression and RNA
silencing through inducing the degradation of target mRNA. A large number of studies have
shown that a variety of miRNAs play an important role in the diagnosis, prognosis,and monitoring
chemotherapy resistance of ovarian cancer. In this review,we summarize the multiple roles of
miRNAs in ovarian cancer and provide reference for the clinical research of new molecular markers.
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] miR-106a Hl miR-591 & 3k fig 1% Fik 1K 519 52 4 20
J X S AZBERY P ME ), MiR-146 3@ 1 T 4 88 AL
B Ak B 2 (super0x1de dismutase 2,S0D2) & Jin
CAOV3 B 559 240 i 565 58 A2 B (0 BURRAE Y BB Y
5T & B, 76 U 49 h miR-383-5p & i, VE
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