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Abstract : Zinc finger protein(ZNF or ZFP), a kind of protein containing zinc finger structure, has
a wide range of molecular functions, especially its regulatory role in gene expression. ZNF is ex-
pressed in various tumor tissues, and its expression level is significantly related to the occurrence
and development of tumors. Previous studies have shown that the expression level of ZNF is
closely related to the proliferation of breast cancer cells,indicating that ZNF may become a thera-
peutic target through regulating and controlling tumor cell growth.
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KZNF ZEE A 2 — , H C2H2 S5k 3T 55 Ml R 2
& o (estrogen receptor o, ERa) ) DNA %5 & 45 1) 1k
MEAEM, XFAHEAE N> T ERa 5 44 6 5
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H-1 (activator protein-1,AP-1)155 5 %175 5 41 Jfd Ji]
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25 ZLIR R R A G o R 4 A M BUR  ZNF652
5 CBFA2/RUNX1 % fi f£ 18 3 (CBFA2/RUNXI1
translocation partner 3,CBFA2T3)¥4 # ik B J2& FL Ik 9
R b e 4 R 7 ZNF652 Y COOH 3 T 55
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il B A= 5 (4)ZNF121 7] 5 ZBRK1/BRCA1/CtP &
G YHEAE R ZNF121 KK I REAK,  nl 306l 5L
J% 9 40 i 2 HMGA2 2R I 2R3k f8 ik 2L & 2
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