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Expression of MicroRNA-34a-5p in Cervical Cancer Patients with
High Risk of Human Papillomavirus Infection and Its Clinical

Significance
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2. People’s Hospital of Huixian City ,Huixian 453000, China)

Abstract: [ Objective ] To investigate the expression of miR-34a-5p in tissues and serum of cervical
cancer patients with high risk human papillomavirus(HR-HPV) infection and its clinical significance.
[Methods] The expression of miR-34a-5p in cervical cancer tissues and adjacent tissues of 70 HR-
HPV-positive patients was detected by RT-PCR. The expression of miR-34a-5p in serum samples of
100 HR-HPV-positive cervical cancer patients,80 HR-HPV positive cervical intraepithelial neoplasia
(CIN) patients and 80 healthy subjects was also detected. Pearson correlation was used to analyze the
correlation between the expression of miR-34a-5p in tissue and serum,and the relationship between
miR-34a-5p and the clinicopathological characteristics of cervical cancer was also analyzed. [Results ]
The relative expression of miR-34a-5p in cervical cancer tissues was significantly lower than that in ad-
jacent tissues (P<0.05). The relative expression of miR-34a-5p in serum samples of cervical cancer pa-
tients was significantly lower than that of CIN patients and normal subjects (P<0.05). The relative ex-
pression of serum miR-34a-5p in CIN patients was significantly lower than that in normal subjects (P<
0.05). The relative expression of tissue miR-34a-5p was correlated with lymph node metastasis(P<0.05).
The relative expression of serum miR-34a-5p was correlated with lymph node metastasis and distant
metastasis (P<0.05). The relative expression of miR-34a-5p in cancer tissue and serum was positively
correlated with each other (r=0.459,P<0.05). The area under ROC curve of serum miR-34a-5p was
0.860 (95% C1:0.803 ~ 0.917). [Conclusion ]| The down-regulation of serum miR-34a-5p in HR-HPV
positive cervical cancer patients is positively correlated with the expression of miR-34a-5p in cancer
tissues, which is expected to be a molecular marker for diagnosis of cervical cancer.
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Table 1 Expression of miR-34a-5p in tissue and serum

Items miR-34a-5p t/F P
Tissue
Cervical cancer tissue 0.216+0.107 39709 <0.001
Paracancerous tissue 0.972+0.188
Serum
Cervical cancer patients 0.365+0.119
CIN patients 0.549+0.284 88.946 <0.001

Healthy individuals 0.942+0.271
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Figure 1 Relationship between tissue and serum
miR-34a-5p in patient with cervical cancer

Table 2 Relationship between miR-34a-5p expression and clinicopathological parameters of cervical cancer

Tissue Serum
Clinicopathological parameters N miR-34a‘-5p JF p N miR—34a.—5p VF p
expression expression

Age(years old) <45 33 0.225+0.109 47 0.377+0.138

=45 37 0.213+0.095 0492 0624 53 0.342+0.117 0372 0.173
Menopause Yes 22 0.220+0.101 32 0.371+0.140 0.810  0.420

No 48 0.211+0.112 0322 0.749 68 0.350+0.111
Clinical stages [A~1B 38 0.227+0.105 59 0.372+0.145

ITA~1IB 32 0.201+0.116 0984 0329 41 0.343+0.113 0-777 0440
Pathological grade Gl 4 0.221+0.121 14 0.37320.116

G2 30 0.220+0.860 0.144  0.741 36 0.371+0.124 1.003 0.771

G3 36 0.209+0.103 50 0.358+0.115
Tumor diameter <4cm 41 0.226+0.118 0.877 0.383 57 0.371+0.141 1186 0.238

>4cem 29 0.203+0.092 43 0.340+0.112 ’ ’
Lymph node metastasis NO 65 0.224+0.104 74 0.391+0.132

N1 5 0.122+0.088 2131 0.037 26 0.326+0.116 2226 0028
Distant metastasis No 70 0.216+0.107 96 0.382+0.128

Yes 0 - ~ 4 0.227+0.114 2380 0019
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p66shc i 1> Wnt/B-Catenin i [ " F1 Notch 15 %
W fi R R PR A R S S R A A R
155 FU Caski 40 Ik h i 3 1K miR-34a-5p A £2410
il 40 B ) 5L R CDK4 E2F1 KB i ik, #km
POH 20 M 3G FE Y Wang 61k B, miR-34a-5p 7]
A RIG-T B PRK -] 1 e e 20 M s 0, JF A
PR T ARWFSE LB, S 20 40 miR-34a-5p AH X}
Tkt Gk A S 5ER B2 KR
W HL T g AR BRI TE G, ILTE miR-34a-5p Al
XF 221k i 5k LA EE AL RN AN RS A O, SRS 4
2 WK EL S, MR EAR TG, B
miR-34a-5p 5 & SV A

ARWFFE 43 HT T I3 miR-34a-5p 12 Wi B 20 1Y
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