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MiR-1271 Targets ZEB1 to Inhibit the Proliferation and

Metastasis of Papillary Thyroid Carcinoma Cells
TAI Xiao-hua,FENG Lianzhong,ZHANG Bo,ZHANG Binzhong, LI Bin, WANG Yin-da
(Jiaxing Second Hospital, Jiaxing 314000, China)

Abstract: [ Objective | To explore the effect of miR-1271 on the proliferation and metastasis of
papillary thyroid carcinoma cells and its underlying mechanism. [ Methods] Twenty samples of
cancer tissue and corresponding pericancerous tissues were collected from patients with papillary
thyroid carcinoma at the Jiaxing Second Hospital from February 2016 to August 2018. RT-qPCR
was used to detect the expression level of miR-1271 and ZEB1 in clinical samples and papillary
thyroid carcinoma cell lines TPC-1,K1,BCPAP and normal human thyroid follicular epithelial
Nthy-ori3-1 cells. The proliferation,invasion,and migration capacity of K1 cells were examined
using CCK-8 assay and Transwell assay. Western blot was performed to measure protein level.
Dual-luciferase reporter gene assay was applied to verify the interaction between miR-1271 and
ZEBI in papillary thyroid carcinoma. [Results] Expression of miR-1271 in the papillary thyroid
carcinoma tissues was higher than that in the corresponding pericancerous tissues(1.175+0.534 vs
3.918+0.512,P<0.001). Compared with Nthy-ori3-1 cells (0.985+0.062),the expression of miR-
1271 was down-regulated in papillary thyroid carcinoma cell lines (TPC-1:0.752 +0.052,K1:
0.318 +0.042 ,BCPAP:0.584 +0.045 ,all P<0.05). Overexpression of miR-1271 significantly sup-
pressed the proliferation, invasion, migration and epithelial-mesenchymal transition(EMT). Dual-lu-
ciferase reporter gene assay results showed that miR-1271 decreased the expression of ZEB1 by
binding to its 3'-untranslated region (UTR). Upregulation of ZEB1 attenuated the inhibitory effect
of miR-1271 on the proliferation and metastasis of K1 cells. [Conclusion] miR-1271 can inhibit
the proliferation ,invasion,migration and EMT in papillary thyroid carcinoma cells by down-regu-
lation of ZEB1 expression.

Subject words : papillary thyroid carcinoma;miR-1271;ZEB1 ;proliferation ; metastasis
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