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RNA Interference of NF-kBp65 on Proliferation and Apoptosis

of Gastric Cancer SGC-790 Cells

WANG Gui-cheng, XUE Ming,GAO Yang
(PKU Care Luzhong Hospital ,Zibo 255400, China)

Abstract ; [ Objective ] To investigate the effect of RNA interference of NF-kBp65 on proliferation
and apoptosis of gastric cancer cell line SGC-790. [Methods] SGC-790 gastric cancer cells were
divided into control group,siRNA-NC group and NF-kBp65-siRNA group. Cell proliferation inhi-
bition rate and apoptosis rate were determined with MTT assay and cytometry,respectively;cell
migration was examined with Transwell test;and the expression of STAT3 signaling pathway re-
lated proteins were detected by Western blot. [Results] MTT assay showed that the inhibition
rate of SGC-790 cells in NF-kBp65-siRNA group was significantly higher than that in control
group and siRNA NC group at 48 h and 72 h(all P<0.05). Flow cytometry showed that the apopto-
sis rate in NF-kBp65-siRNA group was significantly higher than those in control group and siR-
NA-NC group (16.05%+0.14% vs 5.85%+0.25% and 6.13%=0.39% , P<0.001). The Transwell test
results showed that the number of passing cells in NF-kBp65-siRNA group was significantly less
than that in control group and siRNA-NC group(89.62+5.73 vs 379.62+10.51 and 386.86+11.42,
P<0.001). Compared with the control group,the expression of p-STAT3,PCNA and MMP-2 pro-
tein in NF-kBp65-siRNA group decreased significantly(all P<0.05). [Conclusion] The knockdown
of NF-kBp65 can inhibit cell proliferation and promote apoptosis in SGC-790 gastric cancer
cells,which may be associated with down-regulation of STAT3 signaling pathway activity.

Subject words: gastric cancer; NF-kBp65 ; cell proliferation ; STAT3 signaling pathway
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Image under ordinary optical microscope Image under fluorescence microscope

Figure 1 Image of SGC-790 cells after transfection of NF-«kBp65-

(x200) (x400)

siRNA for 48h
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2.2 RT-PCR E Western-blot #2ill NF-kBp65 Fix
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Figure 2 NF-kBp65 protein expression in each group
detected by Western blot
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P<0.001) (Figure 4),
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Figure 3 The apoptosis rate of each group detected by Flow cytometry
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Figure 4 Number of transmembrane cells detected by Transwell experiment
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Figure 5 STAT3 signaling pathway related protein ex-
pression level in each group of cells
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