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Expression of Transcriptional Factor MafB in Non-small Cell Lung Cancer

Patients and Its Effect on Type 1 Interferon by CD14* Monocytes

LI Yu',YIN Zhi-ying?, LIU Yi'

(1. Shaanxi Provincial People’s Hospital ,The Affiliated Hospital of Xi’an Medical University ,Xi’an 710068,
China;2. The 949th Hospital of PLA ,Altay 836599, China)

Abstract; [ Objective | To investigate the expression of transcriptional factor MafB in non-small cell lung cancer
(NSCLC) patients,and to evaluate its effect on type I interferon production by CD14* monocytes. [Methods ]
Forty-one NSCLC patients (28 cases with squamous carcinoma and 13 cases with adenocarcinoma) and 21 healthy
individuals were enrolled in this study. Peripheral bloods and bronchoalveolar lavage fluid (BALF) were collected.
Plasma and peripheral blood mononuclear cells(PBMC) were isolated , while CD14* monocytes and CD4" T cells
were purified. Interferon(IFN)-a and IFN-f expression in plasma and BALF were measured by ELISA. MafB mR-
NA relative level and protein expression were assessed in peripheral bloods and BALF by real-time RT-PCR and
Western blot, respectively. CD14* monocytes were transfected by MafB siRNA. IFN-o/IFN-B production by CD14*
monocytes and interferon regulatory factor 3 (IRF3) phosphorylation was investigated in response to MafB inhibi-
tion. The direct contact and indirect contact co-culture system of CD14* monocytes and CD4* T cells was set up.
The effect of MafB inhibition on CD14* monocyte regulation for CD4* T cells differentiation was investigated by
measurements of IFN-y,IL-4,1L-17 ,and IL-21 expression in culture supernatant. [ Results ] There were no signif-
icant differences in plasma [FN-a and IFN-B expression between healthy individuals and NSCLC patients. [FN-a
(242.5+59.98pg/ml vs 282.5+45.24pg/ml, P=0.013) and IFN-B (12.40+2.81pg/ml vs 34.42+7.83pg/ml, P<0.0001)
expression in BALF were significantly down-regulated in tumor site when compared with non-tumor site. There
were also no significant differences of circulating MafB mRNA relative level and protein expression between
healthy individuals and NSCLC patients. However, MafB mRNA relative level and protein expression in BALF
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were significantly elevated in tumor site when compared with non-tumor site (P<0.0001). MafB siRNA transfec-
tion significantly inhibited MafB mRNA and protein expression in CD14* monocytes. MafB siRNA transfection
promoted IFN-B production by CD14* monocyets (16.09+5.79pg/ml vs 6.73+1.78pg/ml, P<0.0001) and increased
IRF3 phosphorylation(P<0.0001), however, did not affect [FN-a production(P>0.05). Moreover,MafB inhibition in
CD14* monocytes from NSCLC patients did not significantly change IFN-y,IL-4,1L-17,0r IL-21 expression in
CD14* monocytes and CD4* T cells co-cultured supernatant (P>0.05). [Conclusion] Overexpression of MafB in
NSCLC patients may suppress type | interferon production,however, it may not affect the immunoregulatory activi-

ty of CD14* monocytes.

Subject words:non-small cell lung cancer; MafB ; CD14* monocytes;type | interferon
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cancer ,NSCLC) Fl /N4 g fifi Ji , e Hf NSCLC Fr & b
19 3k 85% , 2 R 4 0 fe (A WMk g 1 e SR
MafB J& T Maf FEAS DX 38/ 2 R P 5 i 5k K 0
JO  MafB PV RS TR E A h, AliES
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119.9 £19.56pg/ml vs 124.8 +
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A:IFN-a expression in healthy control and NSCLC;B:IFN-B expression in healthy control and
NSCLC; C:IFN-a expression in squamous carcinoma and adenocarcinoma;D:IFN-f3 expression in
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Figure 1 Changes in plasma IFN-a and IFN-f in patients with NSCLC
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Figure 2 Changes in IFN-a and IFN-f3 in BALF of patients with NSCLC
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Figure 5 Influence of IFN-vy,IL-4,IL-17,and IL-21 expression in CD14* monocytes/CD4* T cells direct and
indirect contact co-culture system in response to MafB inhibition in CD14" monocytes
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