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Abstract ; [ Objective | To investigate the expression of CD147 in breast cancer cells and its effect
on proliferation and TGF-B signaling. [Methods] The expression of CD147 in breast cancer and
pericancerous tissue samples of 50 breast cancer patients treated in our hospital from April 2018
to February 2019 was detected by immunohistochemistry. Western blotting was used to detect
CD147 protein expression in breast cancer cell lines. Breast cancer HCC1806 cells were trans-
fected with siRNA ,the cell proliferation capacity and the expression of TGF-B signaling pathway
protein were detected. [Results] Compared with the adjacent tissues,CD147 protein expression
in breast cancer tissues was significantly up-regulated(y’=54.958 , P<0.001). Compared with MCF-
10A normal breast epithelial cells,CD147 protein expression was significantly up-regulated in
HCC1806 breast cancer cells(F=10.841,P<0.001). Compared with the control group,the prolifer-
ation of CD147-siRNA transfected HCC1806 cells significantly decreased cells at d2 and d3 after
transfection (t=5.029 and 5.316,P=0.007 and 0.006) ,the expression levels of TGF-3,p-Smad3 and
E2F4 proteins were significantly increased(t=7.934,10.427 and 9.985,P=0.001,<0.001 and 0.001),
while c-Myc protein levels were significantly decreased(i=10.137,P=0.001). [ Conclusion] CD147
expression is significantly up-regulated in breast cancer,which may promote proliferation of breast
cancer cells by inhibiting TGF-B /Smad3 signaling pathway.

Subject words:extracellular matrix metalloproteinase inducer;breast cancer;proliferation ;trans-
forming growth factor-f3.
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Figure 1 CD147 expression in breast cancer tissue and normal breast tissue
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Table 1 (D147 expression in breast cancer tissue and normal breast tissue

ML Z& CD147 A £ A & iR

CD147 expression
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16 50 191 3L e 968 2H 2L vp 45 5] CD147 BH % 5 1]
CD147 B, WAL 1] B % 25 R A Geit 22 8 (=
54.958, P<0.001) (Figure 1,Table 1),
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Figure 2 CD147 expression in breast cancer cells
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0.006) , 4] 2= 5 HAT G i b4 S0, gl iy A Kt 4k
O, Figure 4,
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1 B B T

5 X% B 41 M e ,CD147-siRNA 41 TGF-B .p-
Smad3 Fl E2F4 & KB W T (1=7.934,10.427
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Figure 3 CD147 expression after CD147 siRNA
transfected in breast cancer cells
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Figure 5 Effect of CD147 siRNA on expression of TGF-3,
p-Smad3,E2F4,c-Myc,and Smad3 in HCC1806 cell

—E ML IEE

AHFSE & BLE ] siRNA UTER CD147 £k, 7l
I 957 40 L 1 8 B A7 S0 B SR A, SR 2 R R W AE L
g T CD147 R % B 42 1E 7L R 98 40 ML 14 5 . Qin
25 4 BRLAE i 81 AR R T CD147 B 1 fES 5 Smadd

B 2 & 2020 455 26 %% 5 H



T AR A I B Smad4 {5538 8%, AT 0 i Aiy
B IR 95 M ML 3% 4 Horikawa 25 150 % BUAE B2 e i vp
Ad-REIC B2 1 il 22 24 5 300 1 26 F K (mitogen-
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K ILAE BB A e-Mye R 9% 2 if DANCR 2 X 7%
S, 1M DANCR J& CDKNIA A9 %% 5% 40 K 7, CD-
KNTA BB i 20 M J A i F2, BRLG e-Mye 38 2o 42
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