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Abstract ; Circular RNA (circRNA) is a novel class of regulatory RNA ,with the characteristics of
stable structure,highly conservative property and tissue-specific expression. The length varies
from tens to thousands of base pairs. Studies have shown that circRNA can be used as a major
regulator of tumor gene expression. A common mode of mechanism is to act as a molecular sponge
to adsorb microRNAs (miRNAs) to regulate gene expression. They have also been demonstrated to
function via direct modulation of transcription,and by interfering with splicing mechanisms. There-
fore,it is closely associated with tumorigenesis. Although generally expressed in low abundance
when compared to their linear counterparts, they are often expressed in a tissue and developmental
stage specific manner. Coupled with their remarkable resistance to RNase activity due to a cova-
lent closed cyclic structure,circRNA shows great promise as novel biomarkers of cancer and other
diseases. This paper reviews their synthesis, function,and association with cancer.
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Figure 1 Different pathways of circRNA biogenesis
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