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Abstract: [ Objective ] To investigate the expression and clinical significance of hsa-miR-23a-3p in lung
adenocarcinoma. [Methods ] The cancer tissue samples and paracancerous tissue samples of 42 patients
with lung adenocarcinoma admitted to our hospital were collected. The lung puncture samples of 37 patients
with non-lung adenocarcinoma were obtained as the control group. The expression of hsa-miR-23a-3p in tis-
sue samples was detected by RT-PCR. The relationship between the expression of hsa-miR-23a-3p in lung
adenocarcinoma and clinical characteristics of patients was analyzed. The serum carcinoembryonic antigen
(CEA) levels of patients were measured. The receiver operating characteristic (ROC) was applied to evaluate
the value of hsa-miR-23a-3p in diagnosis of lung adenocarcinoma. [Results] There were no significant dif-
ferences in the expression level of hsa-miR-23a-3p between the control group and the paracancerous tissues
(4.32+0.34 vs 4.16+0.41, P>0.05). Compared with the control group and paracancerous tissues,the expres-
sion of hsa-miR-23a-3p in lung adenocarcinoma tissue was higher (6.08+0.47 vs 4.32+0.34,6.08+0.47 vs
4.16+0.41,P<0.05). There was no significant difference in the expression of hsa-miR-23a-3p between male
and female patients(6.16+0.82 vs 5.89+0.73) or patients with different differentiation of cancer tissue(6.20+
0.84 vs 5.97+0.67)(P>0.05). The patients with higher TNM stage(5.13+0.49 vs 6.26+0.51), larger tumor size
(6.47£0.65 vs 5.94+0.71), positive lymph node metastasis (6.32+0.53 vs 5.83+0.46),0r positive serum CEA
level (6.47+0.44 vs 5.79+0.41) had higher expression of hsa-miR-23a-3p (all P<0.05). ROC curve analysis
showed that the area under the curve (0.779 vs 0.683) and sensitivity (71.4% vs 47.6%) of hsa-miR-23a-3p
were higher than CEA. [Conclusion ] The hsa-miR-23a-3p is highly expressed in patients with lung adeno-
carcinoma and is associated with lymph node metastasis,tumor size and TNM staging,indicating that it
might be used the diagnosis of lung adenocarcinoma.
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Table 1 Comparison of general data in two groups[n(%)]

23 i, bk 14 ), KR R AL

Lung adenocarcinoma Control group

Characteristics 40 -37 iy P

(20.0~26.0)kg/m?, V- {AHE 45 group(n=42) (n=37)

N Gender(%) 27(64.29) 23(62.16)
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H(23 +\ =-74) g/’ Ee& 8 5 Female 15(35.17) 14(37.84) 0038 0.845
810 i it S 241 B 2L g 4 i Age (years old) 57.5+12.7 552+9.6  0.898  0.372
PER PR E 8 BOF W IH 52 4% —  Body mass index(kg/m?) 22.4£2.5 23127  1.196  0.235
R ER LS ¥ E X (P< History of smoking  Yes 12(28.57) 11(29.73)  0.013 0.910
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Table 2 Primer sequence

Gene Primer sequence(5'-3")

hsa-miR-23a-3p Upstream ATCCAGTCAAGGACTG
Downstream CGAATCAGGACTCGTC
Upstream TAGGGTGCTCGCTTCGGC
Downstream CTGGTGTCGTGGAGTCG
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Table 3 Expression and clinical pathology of

hsa-miR-23a-3p in lung adenocarcinoma

Characteristics N hsa-miR-23a-3p  t/y* P
Gender
Male 27 6.16+0.82 0865 0.402
Female 15 5.94+0.73 ’ '
TNM
I 10 5.13+0.49
6.825 <0.001
I~ 32 6.38+0.51
Differentiation
Low 15 6.20+0.84 0804 0429
Medium/High 27 6.01+0.67 ’ '
Tumor size(cm)
>3 15 6.47+0.65
2747 0.011
<3 27 5.86+0.71
Lymph node metastasis
Yes 24 6.32+0.53
3.582  0.002
No 18 5.76+0.46
CEA
Positive 20 6.47+0.44
. 5.642 <0.001
Negative 22 5.73+0.41

Table4 hsa-miR-23a-3p and CEA in diagnosis for lung adenocarcinoma

firE Indicators AUC  95%AUC  Sensitivity(%) Specificity(%)
hsa-miR-23a-3p 75 il J i 4L P B9 K35 hsa-miR-23a-3p 0779 0.542~0.865 71.4 81.1
W ,ROC AT 0.779, mEE T CEA 0.683 0.441~0.768 47.6 82.6
8r 1.0 —
~,7 |~ hsa-miR-23a-3p
= R —CEA
: . 0.81 N p — Reference
Sen = / ’
f = B ‘ e
£ 044 i e
< .
] !
024i/ 7
Lung adenocarcinoma  Paracancerous tissue Control N T T T T T
0 02 04 06 038 1.0
Compared with lung adenocarcinoma, * P<0.01 1-specificity
Figure 1 hsa-miR-23a-3p expression in 3 group Figure 2 ROC curve of the hsa-miR-23a-3p in
diagnosis of lung adenocarcinoma
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