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Association of VEGFA Gene Polymorphisms with Response of
Platinum-Based Chemotherapy in Advanced Non-Small Cell

Lung Cancer
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(The Second Affiliated Hospital ,Hainan Medical College ,Haikou 570311 ,China)

Abstract: [Objective] To evaluate the association between the polymorphisms in VEGFA
rs699947/rs833069 and the response of platinum-based chemotherapy in advanced non-small cell
lung cancer. [Methods] 95 cases with pathologically confirmed whose driver gene was negative
and received platinum-based chemotherapy. Genomic DNA was extracted using a blood genome
extraction kit. Single nucleotide polymorphism of 1s699947/rs833069 was conducted using high-
throughout sequencing technology,and the relationship between the genotypes and chemothera-
peutic response was analyzed by logistic regression. [Resulis] 25 patients were partial remission
(26.3%) and 70 patients were stable or progressive (73.7%) in 95 advanced non-small cell lung
cancer. The chemotherapeutic response was unrelated with gender,age,smoking status, ECOG,
histology , differentiation , stage , l[ymphatic metastasis,distant metastasis, chemotherapy program
and the genotypes of VEGFA rs833069(P>0.05). The genotypes of 1s699947 were related with the
chemotherapeutic response(P=0.044). The partial remission rate of CC genotype was 37%(17/46),
which was higher than the individuals with AA and AC genotypes with partial remission rate of
16.3% (8/49) (OR =0.333,95% C1:0.127 ~0.874,P=0.022). [Conclusion] The polymorphisms of
VEGFA 1s699947 are associated with the chemotherapeutic response of advanced non-small cell
lung cancer, and rs699947 CC genotype may be a predictor for which received platinum-based
chemotherapy.

Subject words:vascular endothelial growth factor A ;single nucleotide polymorphisms;non-small
cell lung cancer;chemotherapeutic response
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Table 1 Primers used for VEFGA rs699947 and rs833069 genotyping
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MBI WA BT 5 E Table 2 Association of general information with chemotherapeutic
W E R RS (P0.05) response in advanced NSCLC by Logistic regression
g AR F = .

Variables N PR SD+PD OR(95%CI) P
(Table 2),
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538 B9 97 A6 Ak Female 36 11 25 1.414(0.559~3.580) 0464

15699947 F= 15833060 & | A eelears old)
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AR EFLE LZF AR T Sage
3L (P>0.05), | 19 5 14 1
23 15699947 £ 15833069 % A D . o 20 0 L0
. Lymphatic metastasis
56 R 45 47 09 48 M NO 12 2 10 1
M Al RIS H (BEED T N1 7 2 5 2.000(0214~18.687) o -
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WA W E LR AR N3 28 8 20 2.000(0.356~11.23)
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3 i %

Table 3 Association of genotype frequencies of rs699947 and
rs833069 with chemotherapeutic response in advanced NSCLC
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Table 4 Association of clinical characteristics with the genotype

frequencies of rs699947 and rs833069
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