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Expression of miRNA-145 in Ovarian Cancer and Its Effect on

Proliferation, Migration and Invasion

CHEN Mei',ZHONG Ying ',MING Jian-zhong *
(1. South University of Science and Technology Hospital ,Shenzhen 518055, China;
2. Nanshan Hospital Affiliated to Guangdong Medical College ,Shenzhen 518052, China)

Abstract ; [ Objective | To investigate the expression of miRNA-145 in ovarian carcinoma and its effect
on cell proliferation , migration and invasion. [Methods] Expression of miRNA-145 in normal ovarian
tissue, the tissue adjacent to ovarian cancer and ovarian cancer was determined by qRT-PCR. Human
ovarian cancer SKOV-3 cells were transfected with miRNA-145-mimic(miRNA-145 group) or blank vi-
ral vector (miRNA-145-NC group),and the untransfected SKOV-3 cells served as control group. Cell
proliferation was determined by MTT method,expression of miRNA-145 were determined by qRT -
PCR, cell migration was determined by scratch experiment,and cell invasion was determined by Tran-
swell small chamber method. [Results] The expression level of miRNA-145 in ovarian cancer tissue
was 0.56+0.23 ,which was significantly lower than that in pericancerous ovarian tissue and normal ovar-
ian tissue(P<0.05). The miRNA-145 expression level in ovarian cancer tissue was correlated with FIGO
stages and differentiation degrees(P<0.05),but not correlated with the age of patients(P>0.05). Expres-
sion level of miRNA- 145 in miRNA-145 group was 4.63+0.47 ,which was significantly higher than that
in normal control group and miRNA-145-NC group (P<0.05). OD values in miRNA-145 group after in-
cubation for 24h,48h and 72h were 0.68+0.15,1.17+0.23 and 1.62+0.26 ,which were significantly low-
er than those in normal control group and miRNA-145-NC group after incubation for 24h,48h and 72h
(P<0.05). Scratch width of cells in miRNA-145 group was 675 +46pm,which was significantly larger
than that in normal control group and miRNA-145-NC group (P<0.05). Quantity of transfected cells in
miRNA-145 group was 36+6,which was significantly lower than that in normal control group and miR-
NA-145-NC group(P<0.05). [Conclusion ] Decreased expression of miRNA-145 may be associated with
occurrence and development of ovarian cancer,over-expression of miRNA-145 can inhibit the prolifer-

ation, migration and invasion of ovarian cancer cells. miRNA-145 might be used as a new target for
treatment of ovarian cancer.
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Table 1 Primer Sequence

Primer Sequence

miRNA-145 Forward:5"- CAGTGCGTGTCGTGGAGT -3’
Reverse:5'- AGGTCCAGTTTTCCCAGG -3’

U6 Forward:5'- CTCGCTTCGGCAGCACA -3’
Reverse:5'- AACGCTTCACGAATTTGCGT -3’
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Figure 1 miRNA-145 in normal ovarian tissue, para-
carcinoma of ovarian cancer and ovarian cancer tissue
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Table 2 Relationship of miRNA-145 in ovarian cancer
tissue and clinical parameters

miRNA-145 7 P

Features N

Age(years old)

<65 38 0.53+0.24 1.240 0.232
=65 18  0.61+0.19

FIGO stage
I 7  1.48+0.21 143.779 <0.001
I} 11 0.93+0.18
I 23 0.37+0.15
I\ 15 0.16+0.12

Differentiation degree
High differentiation 8 1.39+0.23 178.441 <0.001
Middle differentiation 17 0.76+0.17
Low differentiation 31 0.23+0.14
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P<0.001) (Figure 2),
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Figure 2 miRNA-145 in normal control group, blank
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Table 3 Proliferation of ovarian carcinoma cell SKOV-3 in different group
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SIn i) P =] | > Alz,
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Figure 3 Cell migration in control group,blank virus group and virus transfection group
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