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Abstract: [ Purpose ] To investigate the expression and significance of PSMD4(26s proteasome non-AT-
Pase regulated subunit 4) in epithelial ovarian cancer. [Methods] Retrospective analysis was per-
formed on 101 cases of epithelial ovarian cancer patients who were diagnosed and treated in The Third
Affiliated Hospital of Kunming Medical University, Yunnan Provincial Tumor Hospital from January
2013 to December 2017. Immunohistochemistry was used to detect the expression of PSMD4 in ep-
ithelial ovarian cancer tissue,and 40 samples of normal ovarian cortex were used as the control group.
The relationship between PSMD4 expression and the clinicopathological parameters and prognosis of
patients were analyzed. [Resulis] The high-expression rate of PSMD4 in epithelial ovarian cancer tis-
sue was higher than that in normal ovarian cortex (P=0.001). The expression of PSMD4 was negatively
correlated with tumor differentiation(P=0.042),but was not correlated with age,lymph node metastasis,
pretreatment CA125 level,unilateral or bilateral disease (P>0.05). Ninety nine patients were followed-
up,and 51 (51.5%) had recurrence. The recurrence rate of patients with PSMD4 high-expression was
significantly higher than that with low PSMD4 expression (P=0.020). The platinum free interval of pa-
tients with PSMD4 low-expression (26.26+9.06 months) was significantly longer than that of patients
with PSMD4 high-expression (22.91+6.95 months)(P=0.042). Kaplan-Meier survival analysis suggested
that high-expression of PSMD4 was associated with poorer progression free survival in patients(P=0.039).
[ Conclusion] PSMD4 protein is up-regulated in epithelial ovarian cancer. High expression of PSMD4
is associated with poor tumor differentiation and tumor recurrence,and is an adverse influence factor
of PFS in patients with epithelial ovarian cancer.
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Figure 1 Expression of PSMD4 in epithelial ovarian cancer and
normal ovarian cortex (IHCx400)

Table 1 Relationship between PSMD4 and clinicopathological features

PSMD4
Parameter Low expression High expression Statistic P
(n=53) (n=48)
Age(years-old) 50.59+7.11 52.53+8.54 -1.245 0.216
Lymphatic metastasis 0.031 0.861
Yes 23(43.4%) 20(41.7%)
No 30(56.6%) 28(58.3%)
Differentiated degree 4.133  0.042
High ,medium 37(69.8% ) 24.(50.0% )
Low 16(30.2%) 24(50.0%)
Bilateral 0.240 0.624
Yes 45(84.9%) 39(81.2%)
No 8(15.1%) 9(18.8%)
Pre-treatment CA125  1946.28+3143.02 2376.19+3760.99 -0.626 0.533
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Table 2 PSMD4 expression and prognosis of patients

PSMD4
Parameter Low expression High expression Statistic P
(n=52) (n=47)
Recurrence 5.433 0.020
No 31(59.6%) 17(36.2%)
Yes 21(40.4%) 30(63.8%)
Drug resistance 1.000
Yes 4(20.0%) 5(18.2%)
No 17(80.0%) 25(81.8%)
PFI 26.26+9.06 22.91+6.95  2.057 0.042
1.0 PSMD4
- Low expression
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Figure 2 Survival curves of PFS of PSMD4 low
expression and high PSMD4 expression group
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