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Abstract ; [ Objective JTo investigate the association between TNFAIP3 gene polymorphism and
the prognosis of patients with esophageal squamous cell carcinoma(ESCC). [Methods] One hun-
dred and seventy five patients with ESCC undergoing radical resection were enrolled. Genomic
DNA were extracted from peripheral blood samples before the surgery and genotype of TNFAIP3
gene 6304A>G was analyzed by PCR-RFLP. The survival of patients was examined by Kaplan—
Meier method and the association between genotypes of TNFAIP3 gene and prognosis of patients
were analyzed by SPSS19.0. [Results] The prevalence of TNFAIP3 gene 6304A>G among the
study population were as follows:AA genotype in 133 cases (76.00%),AG genotype in 39 cases
(22.29%),GG genotype in 3 cases (1.71%),the minor allele frequency of 6304A>G was 0.13. The
distribution of three genotypes was in accordance with Hardy-Weinberg Equilibrium (P=0.942).
Patients with wild genotype AA showed more advanced tumor stages compared to those with AG/
GG genotypes(P<0.001). The relapse rate of patients with AA genotype and AG/GG genotype were
71.43% and 52.38% respectively(P=0.022). The median overall survival(OS) of AA genotype and
AG/GG genotype patients were 36.2 months and 48.5 months, respectively(P=0.017). Multivariate
Cox regression analysis showed that 6304A>G genotype was an independent factor for OS (OR=
0.85,P=0.043). [Conclusion] The polymorphism 6304A>G of TNFAIP3 gene is associated with
overall survival of patients with ESCC,and the G allele carriers may have a better prognosis.
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Table 1 Comparison of baseline characteristics in ESCC patients with

different TNFAIP3 rs583522 genotypes
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Figure 1 The overall survival curve in ESCC patients
with different TNFAIP3 rs583522 genotypes

Table 2 Univariate and multivariate Cox analysis for
the influencing factors of overall survival
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