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Abstract ;: Nasopharyngeal carcinoma(NPC) is a common malignant tumor in southern China. Al-
though the diagnosis and treatment of nasopharyngeal carcinoma have been greatly improved in
recent years,the mortality of nasopharyngeal carcinoma is still high. With the development of
molecular biology ,many new molecular markers have been discovered,bringing new hope to the
prevention , diagnosis , treatment and prognosis of nasopharyngeal carcinoma. This article reviews
the research progress on the molecular markers related to nasopharyngeal carcinoma.
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