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Abstract: [ Objective | To examine the association of human leukocyte antigen(HLA) DPA1,DPB1
gene polymorphisms with Hodgkin’s lymphoma(HL) in Uyghur patients. [Methods] The DPAT,
DPB1 gene polymorphisms in 40 Uyghur HL patients and 80 healthy controls were detected by
DNA direct sequencing classification (SBT) method. The allele frequency of HLA-DPA1,DPB1 in
two groups were analyzed. [Results ] There were 3 and 10 types of low resolution alleles of HLA-
DPA1 and DPBI gens in HL group,and 3 and 9 types of low resolution alleles in control group,
respectively. HLA-DPA1,DPB1 gene seat waiting for a frequency distribution met the Hardy-
Weninberg genetic balance test(P>0.05). The frequencies of HLA-DPA1#03,DPB1*05,DPB1%#57,
DPA1*01-DPB1*#05,DPA1*01-DPB1*57 ,DPA1#02-DPB1*05,DPA1#02-DPB1*57 and DPA1%#03-
DPB1*05 genotypes in HL. Uyghur patients were significantly higher than those in Uygur healthy
controls(P<005). [Conclusions] HLA-DPA1,DPB1 gene may be associated with HL in Uyghur patients.
Subject words : Hodgkin’s lymphoma; Uygur;human leukocyte antigen ; gene frequency

FEELT &M EIE  (Hodgkin’s lymphorna , HL) ) & X, HAEGET HLA-DPA1 DPB1 &K 5 48 5 /R %
RARALEI B R HLA- T 2ht i i B L M %8 HL 9 & A2 J7 i i i 5 88 20 . A BiF 58 45 157 HLA-
AN P E SE AN FIL, WTREAT B T4 HL i DPA1 DPB1 3& R £ 25 M 5 4k 5 /R ik ARE HL & 4
T O M e AL AR B e MR 1 IEAEA BESR I ZHIOC R,

HLA-DPA1 .DPBI1 % £ 8 M5 HL (1) & 7k #
RS T4 OB DOR BE, BTse i DOR HL HIX R 1 w57k

EETE 7 86 Kb F & FF B0 A A R E (2014721044)

BWAESE . 2R 8 2,8l %, EFEF B, HREAKFHE W
BERMKEEEAR A, ﬂ%%@ﬁi?ﬂ?ﬁr?ﬁiﬁ)lﬁ” 11 —EN
#1789 & (830011) ; E-mail : smxlixun@sina.com

e 78 B 87 :2017-10-16; 16 B B 88 :2018-02-22 A 5T e s 15 X6 EATE 5% (1:2) MAC £ 95 3] 21 %

1186 M8 % 72 5 2018 4 55 24 % % 12



TR AHE, KA T 20144E5 A 1 HE 201549 H
30 H 1 8] ik 2= R R 2 B i e B e s B AN, H:
T 21 R 40 918 B4k B R R HL B, B 26
B, &tk 14 6] 4% 18~78 %, W 4F iy 29 % Xt
R 20 Sy ) 301 ke B A A6 1) 80 44 7 B8 4k 55 /K i fi e 14
K, B 55 4, otk 25 A4 R 19~74 % T
RIS 32 4 BRAR LA E FR K L FRAS 2ml, H A
{91 28 2R 1l 2 SR AE TR TR , 10 bR AR PR A7 7E-80°C VK Af
s

1.2 /5 %

1.2.1 DNA # &A= 5] 4 &

DNA FEAS J2& 2R F 3 A7 vk DU 20 B 51 & 1 rh
PEELHY, ASCES T34 Ml % HLA-DPA1 .DPB1 3%
K2 SN S EE T REE 2 b8 741, i il K =4
PR PR W 2 BESCHR G RO — A 75 1954
ARG B R IO A KBRS, 51 )7 51
4 5"-GCCTTCCCAACCATTCCCTTA-3",5'-TCACG-
GATTTCTGTTGTGTTT C-3", Ui 4 34 1y 5L (R A0 =5 | 4y
F# 511 WL Table 1~2,,

Table 1 DPB1 PCR primer design sequence

Goal gene primer Primer sequence

HLA-DPB1 E2F 5'-CTCTGCGACCCGCTTAGGAC-3'
HLA-DPB1 E2R 5'-CTCGCTCCCCTGACAAGCTC-3'
5'Sequencing primers 5'-TGTAAAACGACGGCCAGT-3’
3'Sequencing primers 5'-CAGGAAACAGCTATGACC-3’

Table 2 DPA1 PCR primer design sequence

Goal gene primer Primer sequence

DPA1-2F 5'-CGTCCTCTTTACCCAGCAACAG-3’
DPA1-2R 5'-TTATGAGGGCCAGAGGGAACAT-3’
DPA1-3F 5'-TGTTGCTCCTTCTTCTTCCCCATA-3’
DPA1-3R 5'-TGACCAGCCTCACTCTGCTCAC-3'

5'Sequencing primers 5'-TGTAAAACGACGGCCAGT-3’
3'Sequencing primers 5'-CAGGAAACAGCTATGACC-3’
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F HL w4 (A2 R TG %8 X
(P >0.05);HL Ji5 il 41 b HLA-
DPB1%#36 & [K 45 %y 5% , %F B2 K
I 3 % % A L] (3?=5.463, P=
0.019),

2.2.2 DPAI-DPBI J B 47 F4bim 45 R

HL J% 126 4 DPA1*01-DPB1*05,
DPA1*01-DPB1%*57 ,DPA1*02-DPB1*
05,DPA1¥02DPB1%#57, DPA1*03-DPB1
*05 K KR B 5 e RR AL, HL25
A G X, HL w6l 4 h
DPA1*01-DPB1%*36,DPA1*02-DPB1*
36,DPA1*03DPB1*03,DPA1*03-DPBI1
#36,DPA1%#03-DPB1+#57 % P4 4 % 1
TR R, LRSI
SCAFLH T X HE 2 R T 38 32 5 A S
, M ANBETT T OR M 95%CI, A
BN N EANTS HL R4 G,

75 Ah  HL 5 6] 41 b DPA1#03-
DPB1*04 3 [K 47 %t B &g & F fi e
XTI, ZR A SIS E L ,0R N
3.083 (95%CI1:0.989~9.613), /R

1188

600b
_,-H'/" P

——— 500bp
— 400bp
———— 300bp

———— 200bp

100bp

HLA-DPA1 electrophoregram part of PCR products

6 7 8 9 10 11 12

600bp

500bp
400bp
300bp

200bp

100bp

Figure 2 HLA-DPBI electrophoregram part of the PCR products

Table 3 The frequency of HLA-DPA1 alleles

Case group  Control group

Index (n=40) (n=80) X P OR(95%CI)

+ GF + GF
DPA1*01 34 0.61 73 0.78 3.491 0.062 0.298(0.079~1.126)
DPA1*02 24 0.37 41 033 0.272 0.602 1.227(0.568~2.653)
DPA1*03 14  0.19 9 006 9709 0.002 4.248(1.642~10.99)

Table 4 The frequency of HLA-DPBI1 alleles

Case group  Control group

Index (n=40) (n=80) v P OR(95%CI)

+ GF + GF
DPB1%#02 14 0.19 42 031 3.281 0.070 0.487(0.222~1.067)
DPB1*03 11 0.15 16 0.11 0.860 0.350 1.517(0.627~3.673)
DPB1*04 29 048 64 055 0.860 0.354 0.659(0.272~1.596)
DPB1*05 15 021 10 0.06 10.11 0.001 4.2(1.672~10.553)
DPB1#23 9 0.12 21 0.14 0.200 0.650 0.816(0.334~1.994)
DPB1%#33 3 004 17 0.11 3.630 0.060 0.3(0.082~1.095)
DPB1%#36" 4 0.05 0 0.00 5.463 0.019 =
DPB1#51 5 0.06 14 0.09 0.200 0.660 0.673(0.224~2.024)
DPB1*57 7 0.09 4 0.03 5.004 0.025 4.03(1.104~14.71)
DPB1*71 3 0.04 12 0.08 0.770 0.380 0.459(0.122~1.732)

Note: *: Fisher’s exact test or continuous correction is used when calculating the card square.
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Table 5 The frequency of DPA1-DPB1 alleles HLA-DPA1 .DPBI1 J:H 2 &AM

Case group  Control group ISR Flas 42 78 55
. =40 =80 2 . s

DPA1-DPB1 (Il ) (Il ) X P OR (95%CI) ﬁ\( ,ﬁjﬁﬂq‘@ﬁﬂ %% \Hﬂiﬁ%‘:mgjﬁ

+ GF + GF %
01-02 12 016 39 028 3836 0050  0.451(0.201~1.001) °
01-03 11 0.15 16 011 0.860 0.354 1.517(0.627~3.674) X} F HLA-DPA1 .DPB1 %
01-04 24 037 51 040 0.160 0.68  0.853(0.391~1.860) 5 HL A e N A s
I e
01-33 3004 17 011 363 0060  0.300(0.082~1.095) [0 551 4] HL &35 A1 574 24
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01-51 5 006 14 009 020 0660  0.673(0.224~2.024) B K FAE HL KR AR B HL
01-57° 7 009 4003 5004 0025  4030(LIAI4TD) 1y a Dpp e [ PR
01-71 3004 12 008 077 0380  0.459(0.122~1.732) N . .
02-02 7 009 18 0.2 0404 0525  0.731(0.277~1.928) RIAKZE SR, A Y AR D
02-03 7 0.09 6 004 2761 0.097 2.616(0.817~8.39) HL £ 1 DPB1*0301 A] GEXE i
02-04 § 011 23 016 1066 0302  0.620(0.248~1.545) A B HL (495 8k . Klitz Z00%
02-05 15 021 9 006 1148 00007  4733(1842~1217) g _DPB1+0301 Fil DPBI#1301
02-23° 2 003 4 003 000 1.00 1.00(0.175~5.706) e L -
02-33° 0 000 7 004 2295 0.130 IRk AT AR R i U AR ST
02-36° 4 005 0 000 5463 0019 — W fE A OHL 0 & R AR, T
02-51 0 0.00 3 0.02 0385 0.535 — DPBI1*1101 I DPB1*0201 7] fg
02—57* 7 009 I 001 8856 0003 16758(1983~141.627) e v oo 100 T, i 2555 KL
02-71 0 000 3002 038 0535 — e e
03-02" 4  0.05 7 0.04 005 0823 1.159(0.318~4.218) Wi, Tayor % U/ 35
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03-04 8 0.1 6 004 4043 0044  3.083(0.989~9.613) P HL iy % %5 X% , DPB1*1001
03-05 10 013 30002 1247 00004  8.556(2.201~3326) oy g W 2 5 B AL T L
03-23° 1 001 2 001 000 1.00 1.00(0.088~1138) ¢ E[ﬁu% lfz P 1 BT A 1
03-33" 0 000 2 001 0064 0801 _ W kA XU, 1 DPB1#0201 .
03-36" 4 005 0 000 5463 0019 — DPBI1*1101 1] fig F % 3 [E & vk
03-51" 0 0.00 2 0.01 0.064 0.801 — % 5 6l Ak R OHL [ % ﬁ 5 Fﬁ ,
03-57° 4 005 0 000 5463 0.019 — i .

* &l iy S
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Note : *: Fisher’s exact test or continuous correction is used when calculating the card square
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