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Establishment of Serum Differential Expression Protein Map and Diagnostic Model for
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Figure 1 The protein peak graph of the esophageal carcinoma patients

and healthy people
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Table 1 The different differential protein peaks in the two groups

Differential protein peak / abundance

Groups 2748.873 4119315 4425942 4476086  4798.629  8136.185  8926.478
Observation group 38 1.261+0.32  0.142:0.04 0.873x0.14 17.109+3.15 2.32220.75 29.258+4.32 46.006+5.47
Control group 40 8.841%124 17.258+2.45 6452+1.32  3.466:0.68 15.062+3.12 4.613x1.02 10.208+2.15
¢ - 36.53 43.05 2591 2675 24.50 35.08 38.40
P - <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001
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A :Diagnostic model for esophageal carcinoma patients
B : Diagnostic model for healthy people

Figure 2 ROC curve of the diagnostic model for esophageal
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Table 2 Comparison of the 3 markers of the diagnostic model before

and after treatment

Groups

Differential protein peak / abundance
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