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The Relationship between MALAT1 Expression and Clinico-
pathological Features and Prognostic Significance of Breast

Carcinoma: A Meta-analysis

WANG Xiao-bo',HU Yi-li', WANG Ni-na?

(1. Renhe Hospital Affiliated to Three Gorges University,Yichang 443000, China;2. Staff Hospital
of Seventh Geological Team of Hubei Geological Bureauw ,Yichang 443000, China. )

Abstract: [Objective | To systematically review the relationship between MALATI expression
and clinicopathological features and prognostic significance of breast carcinoma. [ Methods ]
Databases including The Cochrane Library,PubMed, EMbase,CNKI, VIP,and Wankang were
searched from their inception to December,2016 for studies that reported the association between
protein expression of MALAT1 and clinicopathological features of breast carcinoma. The data
were screened according to the inclusion and exclusion criteria;odds ratio(OR) or hazard ratio(HRs)
with 95% confidence intervals(95%Cl) were used to evaluate the outcomes. Meta-analysis was
performed using RevMan 5.2 software and STATA 12.0. Publication bias and sensitivity analysis
were also assessed. [Results] Five clinical studies involving 1002 patients were qualified for this
Meta-analysis. Results showed that the expression of MALAT1 was significantly correlated with
lymph metastasis (OR=1.82,95%CI:1.29~2.55,P=0.0006) and shorter progression free survival
(HR=0.75,95%CI1:0.64~0.89,P=0.001). No statistical significant differences were identified be-
tween MALATI expression and other clinical features. [ Conclusions] MALATI expression is sig-
nificantly correlated with lymph metastasis of breast carcinoma. LncRNA MALATI might be a
potential novel prognostic biomarker for breast carcinoma.

Subject words: breast carcinoma; MALATI ; LncRNA ; Meta-analysis
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LncRNAs, U0 fil i 95 5% F% A 5C % Sk AR 1 (metastasis-as-
sociated lung adencarcinoma transcript 1,MALAT1),
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T FUR I AN M A2 2R e B A A )R R AE
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MALATI S TR R R Ve 4k R Ve 7L 1 5 o 383k
B BFFEREA B4 M D IR FE 45 SR AR — 30, H B i
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1.1 XEEER

R I A 5 R A 25 5 80 07 UK & The
Cochrane Library .EMbase ,PubMed . " [& %1/ 77 J7
Fo e 3 P, AR E NS AT R R T A
MALAT1 5 L B Ll PR BILREAE 56 2 K TS 1Y
HISCHTTE , Ko R I BRI D9 A 28 2016 4F12 A,
SO R A A0 4% UM | g e R AR OB SR AR 1
MALAT1; 93K & 1425 metastasis associated lung
adenocarcinoma transcript 1 MALAT1, MALAT-1,
breast .mammary .carcinoma .tumour . tumor \neoplasm .
cancer,
12 7 &
1.2.1 XHANRHRATE

TANFRAE (1) RN R 20 B2 W7 W] 14 7L AR
iR (2) R EEINER - MALATL SRk W RN R
(3) Z5 R4 bR . 8 RT-PCR 8 J5 A7 % 3¢ M &
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FERFSCRE H SR —E & E KRR R QB TR
G0 B ARG PR BRRRAE . AL FE A5 AL RE AR B,

968

MALAT1 5 (B3 B4R % 250 TNM Il PR 20399 2
g B ER PR HER-2 IR ik Bl 8 35 1
T e 2 18] i AH 56 M T MALATT K J7 2 B ) 22 #
SR QAL FT I TS WA 46 b - S HUS 58 TP
Jo F & A A7 W (progression free survival , PFS) (1) XU
[t (hazard ratio,HR) } H: 95%# {5 IX [A] (confidence
interval ,95%Cl) ; @ i far XU BF - AR 48 41+ 17 /K -
& K4 & % (The Newcastle-Ottawa Scale,NOS) i %
X AN AT 5T Y o HEAT PR
1.3 HiESH

JiZ ] RevMan 5.2 & Statal2.0 X %5 #H#E4T Meta
GYHT o SR FHARMRE iR MALATI (5 235 5 FLIR I iR
I R AR S I AR DG SR FEAE FE (odds
ratio, OR)3% HR & 95%CI YE RN #6 bR, X TR EH
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Records identified through database searching (n=
104):CNKI(n=14) WFSD (n=2),WIP(n=1),PubMed
(n=33) .EMbase(n=54),The Cochrane Library(n=0)

Through other resources to obtain

the relevant literature (n=0)

]

Records after duplicates removed (n=78) ‘

Records screened(n=78)

Excluded (n=70) :
Unrelated literature (n=48)

Full-text articles assessed for
eligibility (n=8)

Animal experiment,review,case
rep()rl ’ (t()nferen(:e papers

Excluded (n=3) .

Not report the relationship

Studies included in
qualitative synthesis(n=5)

Figure 1

between MALATI1 expression
and clinicopathological features

Flowchart of study selection

Table 1 Baseline characteristics of the studies included in the meta-analysis

5 MALAT1 kG KR,
Hor i 9 <2em 41155 ), i
Jei>2em 2H 266 1], U A 56
258 h . P=0% , P=0.60, 57 [H]
S VRS o 2 SR T R A
A Meta 2> #T 45 H W & .
MALAT1 2R3k 7K 75 2L A 98 8
bR /N T B S AH % (OR=
1.21,95%CI:0.81~1.80,P=0.35),
I, Table 2.,
223 MALATI & % 5 % 4k
(ER/PR/HER-2) % i

5 W gE TR b A T R AR
i B MALAT1 %155 ER PR
FE WA S, Kb ER FHAE R
H 626 i, B B & 376 i ,PR
FH P B3 547 B, B B 455
1] 5 4 THURFF 5 113141007 LY A T 7, R

First author Year Country  Sample size Method Language  NOS i 8% MALATI ik 5 HER-2
Xu S 2015 China 135 RT-PCR  FEinglish 6 FIR A, Hd HER-2 FH
Jin C 2016 China 139 RT-PCR  Einglish 6 P H H 242 ]  HER-2 BH 4 i
Huang NS 2016 China 204 RT-PCR Einglish 6 .

i A T .
Miao Y 2016 China 78 RI-PCR  Bingih 6 04 Pl Meta S ’”% R
izovms [ 201600 Erance 446 RT-PCR  Einglish 7 MALAT1 k7K 45 7L o 18

Table 2 Meta-analysis of MALAT]1 expression and clinicopathological parameters

in patients with breast cancer

% ER (OR=1.39,95%CI.0.71~
2.71,P=0.34 . HER-2

(OR=1.01,95%CI:0.71~

Variables Researcher n Metlan-(a)tz]lz%ysm OR(95%CI) P value Hete(l;;)jg}e);lelty 143, P=097)% oIk 245
Age 4 877 Fixed 1.11(0.80~1.55)  0.53 0%,042 B & ki etk . (0 5 5L
Tumor size 3 421  Fixed 1.21(0.81~1.80)  0.35 0%,0.60 .. =

ER 5 1002 Random 1.39(0.71~2.71)  0.34  74%,0.004 i B4 PRS2 (OR=
PR 5 1002 Fixed 1.49(1.10~2.00) 0.009  30%,022 149,95% CI:1.10~2.00,
Her-2 4 889  Fixed 1.01(0.71~1.43)  0.97 0%,0.86  P=0.009)R A4 (Table
TNM 3 400  Random 1.350.59-3.08) 048  75%.,0.02 ) Figure2),

Lymph node metastasis 4 853  Fixed 1.82(1.29~2.55) 0.0006 27% ,0.25 224 MALATI % &
PFS 3 524  Fixed 0.75(0.64~0.89) 0.001  0%,0.418
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Table 3 Sensitivity analysis and publication bias between MALAT1 expression
and clinicopathological parameters in patients with breast cancer

HR i J H 95%CI,2 T 55 1415)
(9 HR B U M2 A7 it £ v 42 s

Gy o Futitn e s PO 51 A TOFCE et
Age N 0.99~1.26 0.74~1.84 068 T, Meta 73BT 4 RSEH] : Sk
Tumor size Yes 0.81~1.20 0.33~2.00 030 k41 % MALATI {ik %k 41 7L
ER Yes 1.08~1.74 0.53~3.50 046 g & R PFS 2 4 4
PR Yes 1.31~1.65 0.94~2.27 0.46 -

Her-2 Yes 0.92~1.09 0.60~1.63 073 MALATI IR ik nl fi ik 7L A A i
TNM Yes 1.03~2.06 0.24~4.36 030 AARFEER, HESHESIT¥E
Lymph node metastasis Yes 1.59~2.10 1.10~3.19 0.73 X (HR=0.75,95%CI1.0.64~0.89,
PFS Yes 0.64~0.78 0.48~0.95 0.296
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IR 5 IR bk EL 2 FE AL RO AR G, H v bk Ll A 4R
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HESHGITHE L (OR=1.82,95%CI:1.29~2.55,
P=0.0006)(Figure 3), UL Table 2,
22.6 MALAT1 &3k 5 SURL & % & 69 UG

3 TR G IR AT TR A R AR AR A b, O
o1 R SE S AR A T SRR R RS PRS 1Y

P=0.001)(Figure 4), Ul Table 2,
23 RFRBEEHBRESH

KA R F e 21 20 B S Begg's K4 5 T A
MALATI 5 0 B8 B8 25t PR B AR AR A AH S48 B 1
ARAGI 2 5 3 i £77 (P>0.05) o i ek 78— HE s L TR
FEJ5E G IF 0N F8 bR XA OC Meta 431 45 S #E 47 SRR
PEGIHIT , 45 B3 3278 I Meta 43 BT 45 SR AL F8 € (Table
3, Figure 5),
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VERBFFERW] ARG iS RNA 76 A B m Je
(RARF A S R P A HE H ZAE AT LneRNA 2 —2K

Test for overall effect:/=0.96(P=0.34)

Positive Negative

Study or subgroup

Odds Ratio
Events Total Events Total Weight M-H,Fixed,95%CI  Year

Positive Negative Odds Ratio Odds Ratio
Study or subgroup  Events Total Events Total Weight M-H,Random,95%CI Year M-H,Random,95%CI
Xu S 2015 21 288 12 47 195% 0.91[0.40,2.07] 2015 M
Huang NS 2016 68 119 34 85 23.5% 2.00[1.14,3.52] 2016 —
Jin C 2016 25 59 44 80 21.5% 0.60[0.31,1.19] 2016 -
Meseure D 2016 58 331 5 115 17.8% 4.67(1.83,11.93] 2016 —_—
Miao Y 2016 15 20 24 49 18.1% 1.12[0.45,2.80] 2016 ——
Total(95%Cl) 626 376 100.0% 1.39[0.71,2.71] —~——
Total events 187 119 X ) ) ) ) )
Heterogeneity : Tau’=0.42 ; Chi’=15.27 ,df=4 (P=0.004 ) ; P=74% 0.1 02 05 1 2 5 10

Figure 2 Forest plot of the association between expression of MALAT1 and ER receptor
expression in patients with breast cancer

Odds Ratio
M-H, Fixed ,95%CI

Test for overall effect:Z=3.45(P=0.0006)

Xu S 2015 25 73 8 62 117% 3.52[1.45,8.53] 2015 "

Miao Y 2016 28 47 11 31 11.1%  268[1.05,6.85] 2016

Meseure D 2016 51 117 42 328 374% 149084.2.64] 2016 -

Huang NS 2016 40 73 57 122 39.8%  1.38[0.77,2.47] 2016 T =

Total (95%CI) 310 543 100.0%  1.82[129,2.55] -

Total events 114 118

Heterogeneity : Tauw=4.10; df=3 (P=0.25) ; P=2 = = = ’ ’ !
eterogeneity : Tau 0;df=3(P=0.25); 7% o1 02 05 1 N 5 10

Figure 3 Forest plot of the association between expression of MALAT1 and lymph node
metastasis in patients with breast cancer
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Figure 5 Funnel plots of the association between expression of MALAT1
and PFS in patients with breast cancer
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