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Abstract ; [ Objective | To investigate the expression of proline protein 11(PRR11) in hepatocellular carci-
noma(HCC) and its relationship with clinicopathological features and the prognosis of patients with HCC.
[Methods] The expression of PRR11 protein was detected by immunohistochemical staining in tissue
specimens of 243 HCC patients. [Results] The expression of PRR11 was positively correlated with gen-
der,AFP level, HBsAg and HBeAg levels of HCC patients. Kaplan-Meier survival analysis showed that
the overall survival (OS) in patients with low PRR11 expression was significantly longer than that in pa-
tients with high PRR11 expression (46.3months vs 36.5months, P=0.007). The OS was also significantly
correlated with the pathological stage (I ~II vs. Il ~IV :60.7 months vs. 19.5 months, P=0.001), tumor
diameter (< S5cm vs >5¢m:55.9months vs 19.5months, P<0.001), tumor embolus (No vs Yes:49.3months
vs 22.7Tmonths, P<0.001) and number of sub-foci (<1 vs >1:50.0 months vs 22.5 months, P<0.001). Cox
risk regression model analysis showed that PRR11 expression was an independent prognostic factor for
HCC patients. [Conclusion ] PRR11 is highly expressed in HCC tissues and is an independent prognostic
factor for HCC patients.
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Figure 1 PRR11 expression in HCC tissues
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Table 1 Correlation between PRR11 expression and
clinicopathologic factors of HCC
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