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Abstract: [Objective] To investigate the effects of GINS2 on the biological behavior of na-
sopharygeal carcinoma(NPC) 5-8F cell line. [Methods ]The shRNA lentiviral vector targeting GINS2
was transfected into NPC 5-8F cells. The efficiency of transfection was observed under fluorescence
microscope. Realtime quantitative PCR(GRT-PCR) and Western blot were used to detect the expression
of GINS2 mRNA and protein respectively. Celigo image cytometry , MTT assay and colony formation
assay were used to assess the viability and proliferation of 5-8F cells after transfection. Flow cy-
tometry was used to detect the cell apoptosis. [Results ] GINS2-shRNA was successfully transfect-
ed into 5-8F cells. qRT-PCR and Western Blot showed that the expressions of GINS2 mRNA and
protein were significantly inhibited in shGINS2 group. Celigo image cytometry revealed that the
growth ability of 5-8F cells in shGINS2 group was also inhibited. The MTT assay showed that the
proliferation ability in shGINS2 group was suppressed. Colony formation assay showed that the
colony number in shGINS2 group was reduced. Flow cytometry showed that the apoptosis rate in-
creased in shGINS2 group. [Conclusion] The lentivirus-mediated GINS2 shRNA can inhibit the
growth and proliferation,and promote the apoptosis of NPC 5-8F cells.
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175bp; N = M GAPDH L i 51 ¥ H 5 -
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Western blot 45 i 7~ | shGINS2 41 41 i ¢ shCtrl 41
GINS2 & [ 235 7K F- B 2 T 1 (Figure 2B) ; 42 78 12
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TR TR 255,
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Figure 1 GINS2-shRNA lentiviral vector transfected into 5-8F cells (x100)
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Figure 2 The effect of GINS2-shRNA transfection on the expression of
GINS2 mRNA and protein in 5-8F cells
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AN A T shCirl A1 shCINS2 21 40 Jifd % 22 31 %1 5d.,
25 R ,shGINS2 A 4 i 5 shCirl 41 AH He A= KA
il B 4, 22 578 Gi 12 3% X (Figure 3B, P<0.001 ; Fig-
ure 3C, P<0.05)(Table 1), $2&75 T GINS2 KikfiEg
ik 5-8F 4if A K,
2.4 CINS2 X4 R 18 78 1 %2 Ml

ARV CINS2 XoJ 24 M 3 58 1 52 ), >R MTT 2%
U2 ML WO REAR, g s th . 2R BN, 5
shCtrl ZHAH b, shGINS2 ZH 41 fitg 14 5 =2 2 0 i), 22 7 A
i 112 B L (Figure 4A, P<0.001;Figure 4B, P<0.001),

Table 1 Cell number and growth rate

Time Cell count Cell count/found
(days) shCirl shGINS2 shCtrl shGINS2
1 1249+119 960+24  1.00+0.00  1.00+0.00
2 2191265 1447440  1.75+£0.04  1.51+0.05
3 3023+297 1513+38  2.42+0.02  1.58+0.04
4 3783+337 1977+70  3.03+0.06  2.06+0.02
5 4972+38 2244421  4.00£0.36  2.34+0.08

Note : Data are shown as mean +standard deviation
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Figure 3 Knockdown of GINS2 on cell growth
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Figure 4 Knockdown of GINS2 on cell proliferation
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JARE TR, 45 R shGINS2 £H 41 i A v e 5%
B R ACT shCurl 41 (Figure 5A), ZRA G #E X
(P<0.001)(Figure 5B), #&75 T i GINS2 3K ik 6E % ik
55 5-8F 4l il {451 1 RE ) .
2.6 CINS2 3340 AE TR &

K FH O 2 40 SRS T GINS2 o 41 At 9 7~ ) 5
M, 455 7, shGINS2 20 41 ffd Ay 98 T %0 8 o T
shCtrl 141 (Figure 6A), 2S5 A GI2#E L (P<
0.001)(Figure 6B), #2755 & GINS2 ik 7] LI5S 5-
8F i & LR T,
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MEHAEH, 254000 DNA 5 i & A — R 50 4%

ML Mohri 25 MHF 5T & BR SIAS AT LA 2 20 fifg 155
PR ERE R WL E . Yamane 252358 & B SIS A
Psf1 78 Ji e Jis v & 32235 5 ) Sun 452U 58 & BT
T R0 I 300 0 45 1 98 S 5, Psf3 R R A4 R
5 #5 2% . Tane 55 258 & 3K Psf3 5 235 19 AE /N4
it i s £ B A A R AR, Psf3 AT A Sy /N Al il
T US B AW bR R .

AR SCHFFE Y GINS2(Psf2) 3 [H | i F A e ik
16q24 |7 H mRNA Ky 1196bp , 2 it A0 XS 7
TR 21 000 By T, BESE R, GINS2 7E
N2 M T S H 2RIk S 5 0 R A R RGO
T AR SRR R T RE 4 R GINS2 E
V7 7 A28 AL A0 ) 5 PR A DX A R T B S 2 —
HAYE el 25 DNA B 6, Fischer % 1578 i
X GINS2 554 ¥4 e A i 9 35 482 X R AWEST
HE—25 T 1B RE A0 9 B IR T Ouyang 551
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Figure 6 Knockdown of GINS2 on cell apoptosis
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(4 S R g 5-8F A A | 388 o0 XoF 240 b 4 7 R 0 T A A
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