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Abstract: [ Objective | To quantitatively analyze angiomotin like-2 (AMOTL2) mRNA level that is
potentially involved in gastric cancer development and to investigate its clinical significance.
[Methods] The expression of AMOTL2 protein in paraffin-embedded tumor tissues from five pa-
tients having gastric cancer was detected by immunohistochemical(IHC) staining. AMOTL2 mRNA
level from 30 pairs of tumor and peritumoral tissue samples and plasma samples of 25 patients
having gastric cancer was tested by real-time fluorescence quantitative PCR(qPCR). The relation-
ship between AMOTL2 mRNA level and clinical pathologic phenotype was analyzed,and survival
was analyzed using GraphPad Prism 6.0 software. [ Results] THC analysis showed that AMOTL2
protein was expressed in both tumor and peritumoral tissues,but that the expression level was
lower in the tumor tissues than in the peritumoral tissues. In addition,the mRNA level of
AMOTL2 was significantly lower in the tumor tissues(P=0.043) than in peritumoral tissues. Simi-
larly, AMOTL2 mRNA level in the plasma of patients having gastric cancer was significantly low-
er than that in healthy controls (P=0.010). The reduction of AMOTL2 mRNA level was negatively
correlated with tumor size increases (r=-0.569,P=0.001). Furthermore,survival analysis showed
that up to sixty months after surgery,the survival rate in the group of high level of AMOTL2 mR-
NA was significantly lower than that of low level of AMOTL2 mRNA (P=0.038).[Conclusion ]
AMOTL2 mRNA level is lower in gastric cancer tissues and plasma. And the gene expression
pattern of AMOTL2 is associated with the tumor size negatively. Furthermore,the low level of
AMOTL2 mRNA in the gastric cancer tissue is disadvantageous to the survival of patients after
surgery. AMOTL2 might be a potential biomarker for the prognosis of gastric cancer.
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(A :Immunohistochemical staining (IHC) of gastric cancer tissues (T) with anti-
AMOTL2 antibody. B:IHC staining of the corresponding peritumoral tissues(P) with an-
ti-AMOTL2 antibody. Brown areas indicated positive signal of AMOTL2 protein expres-
sion,which appeared mainly in the gastric glandular tissue (pointed by arrowheads in
the figures). + expression level in cancer tissues, +++ in peritumoral tissues. C~D:HE
staining of the same tissues as ones for IHC to verify the samples and show the struc-
tures of gastric glands in cancer (C) and peritumoral tissues (D). The scale bar 50pum. )

Figure 1 The expression of AMOTL?2 in gastric cancer and the
corresponding peritumoral tissues (100x )
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(A~B:Average of AMOTL2 mRNA level from 30 gastric cancer tissues (A),and 25
plasma of patients with gastric cancer and 5 normal subjects (B) by qPCR detection. T,
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Figure 2 The level of AMOTL-2 mRNA in gastric cancer and corresponding
peritumoral tissues as well as in the plasma of patients with gastric cancer
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Table 1 Relationship between AMOTL2 mRNA level
and clinicopathological factors (x+s)

Clinicopathological AMOTL2 F p
factors mRNA level
Age(years) 1.073  0.292
<65 16 0.691+0.131
=65 14 0.964+0.228
Gender 0.638 0.529
Male 19  0.756+0.178
Female 11 0.927+0.169
Tumor size(cm) 2.780 0.010
<5 16 1.117+0.183
=5 14 0.477+0.129
Pathological stage 0.003  1.000
[~1 9 0.819+0.342
m~1v 21 0.819+0.117
T classification 0.581 0.566
T~T, 3  0.457+0.282
T~T, 5  1.009+0.464
T~T, 22 0.825+0.138
N classification 0.168 0.868
No~N, 8 0.855+0.372
No~N; 22 0.806+0.118
Lymph node metastasis 0.267 0.792
No 14 0.907+0.573
Yes 16  0.805+0.125
Vascular invasion 1.701  0.100
Negative 16  0.622+0.198
Positive 14 1.043+0.138
CEA(ng/ml) 0.860 0.397
<5 20 0.859+0.149
=5 10 0.739+0.249
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Figure 3 Negative correlation between AMOTL2
mRNA level in gastric cancer and tumor size

100

=&~ High Expression

i Low Expression

~J
W
T

Survival (%)

wn
S
Ll

0 20 40 60 80

Time(months)

Figure 4 Survival analysis of patients with gastric
cancer after surgical operation based on AMOTL2
mRNA level in gastric cancer tissues
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