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Application of Short Tandem Repeat Analysis in Diagnosis of Par-

tial Hydatidiform Mole
JING Fu-xiang, YUAN Xue-qin, SHI Yong-can
(Affiliated Jinxiang Hospital of Jining Medical College , Jining 272200, China)

Abstract ; [ Objective | To assess the application of short tandem repeats (STR) analysis in the di-
agnostic of partial hydatidiform mole (PHM). [Methods]| Twenty samples of partial hydatidiform
mole and 20 samples of hydropic abortus were collected from the Department of Pathology , Affili-
ated Jinxiang Hospital of Jining Medical College from 2005 to 2016. The STR analysis was per-
formed in seven loci(D7S820,D13S317,D16S59,TPOX,THO1,CSF1PO, VWA ,F13A01, FESFPS)
on the tissue samples and their values for differential diagnosis of hydatidiform mole were as-
sessed. [Results ] Histopathologically,there was focal villous swelling and no obvious trophoblas-
tic hyperplasia in hydropic abortus; while partial hydatidiform mole (PHM) was characterized by
moderate trophoblastic hyperplasia and hydatidiform villous swelling. Three cases of hydropic
abortus failed for STR detection,and STR analysis showed balanced biallelic profiles of both pa-
ternal and maternal origins in all 17 cases. In 20 PHM cases, 1 case failed for STR analysis; 3
were monospermic partial hydatidiform mole (MPM,3/19),12 were dispermic partial hydatidiform
mole(DPM, 12/19),and 4 cases showed balanced biallelic profiles of both paternal and maternal o-
rigins(4/19). [ Conclusion ] The histopathologic diagnosis of partial hydatidiform mole is less accu-
rate. STR analysis with 9 sites is of value in the diagnosis of partial hydatidiform mole.
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A:The hydropic abortus:the hydropic abortus often revealed focal villous swelling and no
obvious trophoblastic hyperplasia was found. B:The partial hydatidiform mole is character-
ized by moderate trophoblastic hyperplasia and hydatidiform villous swelling.

Figure 1 The pathology of hydropic abortus and partial hydatidiform mole
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A :deciduas. B:villus. The genetic polymorphim of D7S820 were not found.

Figure 2 Thehydropic abortus showed D7S820 gene polymorphism
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A: Deciduas and no genetic polymorphim of D75820.
B: Villus and the genetic locus polymorphim of D7S820

Figure 3 The partial hydatidiform mole showed D7S820 gene polymorphim
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