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Abstract : Long non-coding RNAs (IncRNAs) dominate almost all biological processes. IncRNA
HOX transcript antisense RNA (HOTAIR) represses gene expression through its protein partners.
HOTAIR promotes proliferation,invasion , metastasis,and drug resistance of lung cancer cells ,
and the expression of HOTAIR is elevated in lung cancer and associates with metastasis and poor
prognosis. Here we review the molecular mechanisms underlying HOTAIR-mediated aggressive
phenotypes of lung cancer,and the potential application of HOTAIR in diagnosis and treatment of

lung cancer is also discussed.
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