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Abstract: [ Objective ] To investigate the relationship between miR-143 expression and esophageal squa-
mous cell carcinoma(ESCC),and to provide a theoretical basis for the early prevention and treatment of ES-
CC metastasis. [Methods] Forty blood samples from patients with esophageal squamous cell carcinoma and
40 samples from healthy subjects were collected. The expression of miR-143 in plasma was detected by re-
al-time quantitative PCR. The relationship between plasma levels of miR-143 and ESCC in deep ESCC and
lymph node metastasis were analyzed. [Results] Compared with the healthy population,the expression of
miR-143 in ESCC was significantly decreased(P<0.001). The expression level of miR-143 in the plasma of
patients with ESCC was not correlated with age(P=0.154), gender(P=0.131), or tumor location(P=0.092). Pa-
tients at T; + T, stage had a lower expression level of miR-143 than those at T\+T, stage (P=0.008),and pa-
tients with myometrial invasion and lymph node metastasis had a lower expression level of miR-143 than
those without(P=0.012 and 0.003,respectively). [ Conclusion] The expression of miR-143 in ESCC is lower
than that in healthy people,and is down-regulated in patients with deep myometrial invasion and lymph
node metastasis. It may be used as a new biological marker for assessing tumor progression in ESCC.
Subject words:esophageal squamous cell carcinoma;plasma mir-143;lymph node metastasis;myometrial
invasion
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Table 1 The relationship between plasma miR-143 and
clinicopathological features of ESCC

Index n(%) miR-143 t P

Age(years) 0.23  0.154
<60 28(70.0) 1.08+0.56
>60 12(30.0) 0.75+0.21

Gender 0.56 0.131
Male 32(80.0) 1.23+0.70
Female 8(20.0) 0.42+0.23

Tumor site 0.65 0.092
Middle section 25(62.5) 1.11+0.89
Upper and lower 15(37.5) 0.82+0.34

T stage 37.37 0.008
T+T, 16(40.0) 0.23+0.02
Ts+T, 24(60.0) 0.05+0.01

Deep myometrial invasion 3041 0.012
Negative 13(32.5) 0.20+0.02
Positive 27(67.5) 0.04+0.01

Lymph node metastasis 36.52 0.003
No 10(25.0)  0.27+0.02
Yes 30(75.0)  0.05+0.01
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