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Abstract ; [ Objective ] To investigate the role of plasma miRNAs detection in early screening of
hepatocellular carcinoma (HCC). [Methods] There were 98 cases with HCC were selected for
searching the miRNAs markers for early screening by RT-qPCR method. [Results ]Five candi-

date miRNAs expressed in HCC patients were significantly different with that expressed in the
control group. Compared with the control group,MiR-21 (HCC group ACt=5.8675+1.3561, control
group ACt=8.5214 +£1.8956),miR-222 (HCC group ACt=6.2568 +2.5842,control group ACt=
9.2354 +£1.5627) and miR-18 (HCC group ACt=9.4237 +2.4785,control group ACt=12.5862 +
0.9852 ) were expressed significantly higher than those in the HCC group,at the same time ,miR-
16 (HCC group ACt=13.4211+1.2258, control group ACt=8.4251+0.8625) and miR-451a (HCC
group ACt=8.2358+1.2372, control group ACt=5.2666+1.1656) were expressed lower than those
in the HCC group; MiR-21 expressed in the control group and HCC group( respectively stage 1 ,
I, M) were showing an increasing trend (P<0.05),while miR-16 in these groups were showing a
decreasing trend (P<0.05). [Conclusion] Differences of miRNAs expressed in the HCC patients
might serve as the plasma molecular markers of HCC for early screening.
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Table 1 Characteristics of the HCC group and control

group (x+s)
Group n  Smokers(%) Drinkers(%) Age(years)
HCC 98 18(18.4) 14(14.3) 4119
Control 86 12(14.0) 11(12.8) 43+8

Note : Age was divided into three stages (<40,40~50 and =50 years)
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Figure 1 The expression curves of miRNAs detected by TDLA
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Table 2 Different miRNAs expressed in the HCC group
and control group (ACt,x+s)

miRNAs HCC(n=82) Control (n=82) t P

miR-21 5.8675+1.3561 8.5214+1.8956 4.12 <0.001
miR-222  6.2568+2.5842 9.2354+1.5627 3.77 <0.001
miR-18 9.4237+2.4785 12.5862+0.9852 3.95 <0.001
miR-16  13.4211+£1.2258 8.4251+0.8625 5.23 <0.001
miR-451a 8.2358+1.2372 5.2666+1.1656 4.04 <0.001

Note : The lower ACt showed the higher expression of miRNAs
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Table 3 Comparison of the different miRNAs expressed in the four groups(ACt,x+s)

Groups miR-21 miR-222 miR-18 miR-16 miR-451a
Control 8.5214+1.8956 9.2354+1.5627 12.5862+0.9852 8.4251+0.8625 5.2666+1.1656
I stage 6.0890+0.6450a 6.5689+1.3409 9.6868+1.0478 11.5721£1.0015a 8.1554+0.6655
Il stage 5.7562+0.9623ab 6.1002+0.5883 9.4072+1.1787 13.0253+0.8962abh 8.1276+0.9655
IT stage and above 4.1258+1.2235abe  6.0777+1.6597 9.0483+2.0571 14.0487+1.0724abec ~ 8.2410£1.0535
1 3.47 1.94 2.01 2.66 1.68
P, 0.00 0.62 0.53 0.01 0.73
i 2.31 1.65 1.98 2.18 1.31
P, 0.02 1.21 0.59 0.03 1.20
I3 2.19 1.71 2.13 3.12 1.42
Py 0.03 1.04 0.74 0.00 0.98

Note: t;, P,: Control group Compared with [ stage group; b, Ps: | stage Comtpared with Il stage;ts, Ps: Il stage Compared with Il stage.
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