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Table 1 RT-PCR primer sequence and annealing temperature

. . . Annealing
[tems RT primer Upstream primer Downstream primer temperature(°C)
MiRNA100 5'-GTCGTATCCAGTGCAGGGTCCGAGGTA- 5'-GCTCTGAACCCGT- 5-GTGCAGGGTCCGAG- 60
TTCGCACTGGATACGACCACAAGT-3’ AGA CC-GAAC-3’ GT-3'
MiRNA200c¢ 5'-TCGTATCCAGTGCGTGTCGTGAGTCGG- 5'-GGTAATACTGCCG- 5'-CAGTGCGTGTCGTG- 60
CAATTGCACTGG ATACG ACTCCATC-3' GGTAAT-3’ GA-GT3
U6 . ’ 5'-GCTTCGGCAGCAC- 5'- CGCTTCACGAATTT- 60
e e L ek ATATA-CTAAAAT-3"  GCGTGTCAT-3'

Vana miRNA isolation kit, ¥ 31 & A=Y

Table 2 The expression of miRNA 100/200c in patients

with different clinical pathological features
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Table 3 Relationship between clinicopathology and miRNA 100/200c
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