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Abstract: [Objective | To investigate the correlation between FAM3C expression and clinico-
pathological features of colon cancer. [Methods] The protein level of FAM3C was detected by
immunohistochemical staining and the relationship between the expression of FAM3C and clinico-
pathological features was analyzed. Kaplan —Meier survival analysis and Cox regression model
were used to analyze the relationship between FAM3C and prognosis. [Results] FAM3C protein
level was significantly correlated with TNM stage and lymph node metastasis in colon cancer.
Kaplan—Meier survival analysis showed that the survival of patients with positive expression of
FAM3C was significantly lower than those with negative expression, Cox regression model analysis
showed that the FAM3C protein level was not an independent prognostic factor for colon cancer.
[ Conclusion] High expression of FAM3C may be involved in the metastasis of colon cancer,and
even promote the malignant progression of colon cancer. Thus,high expression of FAM3C may be
related to the survival and prognosis of patients with colon cancer.
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(A) FAM3C protein negative expression

(B) FAM3C protein positive expression

Figure 1 Expression of FAM3C protein in colon cancer(x400)
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Table 1 The correlation between FAM3C expression and

clinicopathological features of colon cancer
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Figure 2 Relationship between FAM3C protein
expression and prognosis
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Table 2 Univariate analysis of clinicopathological characteristics and ,15 % S'C I_'iﬁk .
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prognosis in colon cancer
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