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Expression of ATDC in Hepatic Carcinoma and its Clinical

Significance
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Abstract ; [Objective] To investigate the expression of ataxia-telangiectasia group D complementing
gene(ATDC) in hepatocellular carcinoma(HCC) and its clinicopathological significance. [ Methods |
The expression of ATDC was detected by immunohistochemistry in cancer tissue and corresponding
paracancerous tissue of 56 patients with HCC. The correlation of ATDC expression with clinico-
pathological characteristics and prognosis of HCC patients was analyzed. [Results] The ATDC ex-
pression in HCC was significantly higher than that in corresponding paracancerous tissues. The AT-
DC expression was significantly correlated with TNM stage(P=0.001) and tumor metastasis(P=0.01).
Patients with higher ATDC expressions had poorer 5-year survival after surgery and shorter survival
time than those with lower ATDC expression(P=0.04). [ Conclusion ] Higher ATDC expression in HCC
is associated with advanced malignancy and poor prognosis,indicating that ATDC might be used as a
biomarker for diagnosis,treatment and prognosis for HCC patients.
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A ; Positive expression of ATDC in HCC; B:Negative expression of ATDC in paracancerous tissues

Figure 1 Immunohistochemical staining of ATDC

LR A K25, ATDC Rk 5
KB I PR 98 RE AR OC M R ] Kruskal -Wallis H £ %5 |
H A7 53 Bk Kaplan—meier 7575, P<0.05 225 H 4t

HES 38
2 # R

21 ATDC ERHEREZHRAPHRIE
ATDC 7 JH- 92 41 i 2% 52 FH 23K (Figure 1A),
TEI 557 2 K Z 400 W1 PE R34 (Figure 1B) ,ATDC
FENFREALUR M | B R BF 500 73.2% (41/
56).26.8%(15/56) ; 7% 55 A LU FIME (B MR A %
I3 90 19.6%(11/56) .80.4% (45/56) . ATDC 7 AT
HAUH MR R W e TR S S (P<0.01),
PR ATDC 78 - 4 40h Fe ik a0
22 ATDC EFFEALRPRIESIEKRSEHELE
W B E ARSI AR 43 S >52 BRI <52 %

410

Table 1 The relationship of ATDC expression with
clinical data in HCC

ATDC expression

Clinical data

Negative ~ Positive

Cause of disease 0.610
HBV 39 11 28
HCV 7 2 5
Alcoholic hepatitis 3 2 1
Unclear 4 0 4

Age(years old) 0.220
>52 26 9 17
<52 30 6 24

Gender 0.320
Male 35 11 24
Female 21 4 17

TNM stage 0.001
T 21 11 10
Ty 35 4 31

Metastasis 0.001
No 19 9 10
Yes 37 6 31
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Figure 2 Kaplan -meier survival analysis showed
that patients’ survival time with negative ATDC ex-
pression was significantly longer than patients with
positive expression
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