SaEMnESEURIES [ERS ERHXF

F RLREMLEFE L AFM
(LEEBBERE MR AL A= B B, L s 1000065 2. ZE 55 B 27 )27 B i 51 -5 S
BFSE T, dL 5 100006)

B OE.[HM] @ RNA T30 AR B0E B BRI B a3k 19 i wF 5T IERS 3L 55 8
Jr;é SiHa 4il g 22 45 S SO A A 6t 83 TERS 3 RS [] 2 3k A% 410 I8 28 %) 4 S s s g 22
5t [7':7/%‘} F 3 TERS UUER Rz 3k 19 FOAZ SR s A, % Y 40 i 5 0 2k 1 A e 32 38 19 40 i
A, 4 Western Blot Al Real-time PCR %7€ W2, M %K IERS 3L FUR W 218 1Y 3 R4 it R A9
55 XTQEHH@.?J\_ AGy 5 5t 5 6 CCK-8 A6 40 B A 4 ih 28 5 X 40 i R 9617 10Gy 1 4 it
F@H:J{JILI\{’EH@NY\{D“J{’EH@{HfFHﬁ XTI AE FR VEAT 4Gy 4R ST I5 (8 I X 40 A A SRS T AS
[ B[] 3 20 B W s 00 [ 25 SR ] IERS JE R UT R fd SiHa 20 It & AT 18 K, B8 8 5 110 20 it 484 4
AR PR 5 i LA e 3k nT A SiHa 40 i 4 /N S EE | O FL 20 M G AE R A T lE O TERS DLER S
HUR SIS 00 SiHa 40 08 T2 B8 BEAIG, A 3R 55 AT AL JF 4R 915 5 10 SiHa 4008 T, O T 7R R
HHE 48h ek BRI E A0 AR R 30 Go-M DI BELE RLN B TERS 355 & A4 FRAIG I T i,
IERS JEDH UUER AR BE 240 i 35 56 43 22 . [ 45368 ] IERS S IH 55 B SiHa 40 I A9 34 5 04 1 F1
0 160 35 499 0% 78 Ak K 3o A B 0% B R AT B S AR 6 L TERS JE DK AT i 1T 2 = B 00 AN I X i g Y
THURE
FBiF . IERS 5 [H ; Silla 400 ; 20 M 22 44 2 ;8 5 SUvE: ;3 SR
FE 4 %S R737.33 XHkFRIZED A XEHS:1671-170X(2017)04-0305-07
doi:10.11735/j.issn.1671-170X.2017.04.B01 1
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Cells and IER5 Gene
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100006, China)

Abstract: [ Objective | Using RNA interference and gene overexpression method to make IERS
gene silence and overexpression,in order to research the correlation between IERS gene with cer-
vical cancer cells SiHa’s radiation sensitivity,to explore the differences of radiotherapy sensitivity
in different IER5 gene expression of cell lines.[Methods ] TERS silence and overexpression eukaryotic
expression vectors was established , transfected SiHa cells and select stably expressing cell lines,
and verified the cell line by Western Blot and Real-time PCR turns out the cell line to be suc-
cessfully established. Observing the change in cell morphology of three kinds of cell lines; Using
CCK-8 to measure cell growth curve after 4Gy of radiation ; Using the flow cytometry to detect cell
apoptosis after 10Gy of radiation; Using the flow cytometry to detect cell cycles after 4Gy of radia-
tion in different timing. [Results] IER5 gene silencing SiHa cells increased in volume slightly,
and the speed of cell proliferation after radiation had increased. And IERS gene overexpression
could make SiHa cells shrink assumes as circle,and cell proliferation had slowed down. IERS
gene silencing resulted in the decrease of SiHa cells apoptosis rate induced by radiation,and I-
ER5 gene overexpression could promote the SiHa cells apoptosis rate induced by radiation. The
result presented most significant apoptosis rate appears in 48-hour after radiation. The G,-M
phase retardation effect in cell cycle after radiation was promoted along with the decreasing of I-
ER5 expression,which indicates IER5 gene silencing can promote cell proliferation. [ Conclusion |
IERS gene has significant correaltion with cervical cancer SiHa cell lines’ proliferation, apopto-
sis, cell cycles and response to radiation. IERS gene can improve the sensitivity of cervical cancer
cells to radiation.
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TGAGC, 18 AT 2| BUEE 5E 4% 7 FR B A . 5" -GATC-
CGGGCAAGATCTACAACTCGTTCAAGAGACGAGT-
TGTAGATCTTGCCCAGA-3';3'-GCCCGTTCTAGAT-
GTTGAGCAAGTTCTCTGCTCAACATCTAGAACGG-
GTCTTCGA-5',

siRNA #1 2 (1200bp) : SENSE : GCTAACCTCAT-
CAGCATCTTC ; ANTISENSE : CGATTGGAGTAGTCG-
TAGAAG, 5'-GATCCTAACCTCATCAGCATCTTCTT-
CAAGAGAGAAGATGCTGATGAGGTTAGCA-3' ;3' -
GATTGGAGTAGTCGTAGAAGAAGTTCTCTCTTCTA-
CGACTACTCCAATCGTTCGA-5',
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3"-GGTGTCCTAAAGGATTCTGCAAGTTCTCTGCAG-
AATCCTTTAGGACACGCTTCGA-5',

siRNA # 4 (481bp) :SENSE : GCATCAAGCTG-
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Figure 1 Western blot result of IER5-siRNA-SiHa cell lines
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Figure 3 Western blot result of IER5-overexpression-
SiHa cell lines
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Figure 6 The growth curve of IER5-siRNA-SiHa, SiHa Figure 7 The cell apoptosis rate of the three cell lines

and IER5-overexpression-SiHa cell lines after radiation
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Figure 8 The cell cycle of the three cell lines after radiation

B AR 2017 £ % 23 % 4 M 309



Journal of Chinese Oncology,2017,Vol.23,No.4

80.00 T~
EIER5-siRNA-SiHa

WsiHa
60.00 DTERS—overexpression—Si Ha

40.00

7.
sl
|

20.00 [

0.00
NC 1 2

Note : *P<0.05

Figure 9 The G,-M phase in the three cell lines after radiation
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