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Abstract: [ Objective ] To investigate the relationship between single nucleotide polymorphisms
(SNP) of ERCC1,XRCCI genes and efficacy of radiochemotherapy in patients with nasopharyn-
geal cancer (NPC). [Methods] One hundred patients with pathologically proved NPC received
first-line cispatin-based concurrent radiochemotherapy. SNPs in ERCCI and XRCCI were as-
sessed with 5” nuclease allelic discrimination assay(TaqMan) by real-time polymerase chain reac-
tion(RT—PCR) and direct sequencing. The size of tumor was measured by magnetic resonance
imaging (MRI) after treatment completion and 3 years after treatment.The relationship between
genotypes of ERCCI,XRCCI and short-term response and overall survival was analyzed. [Re-
sults | The short-term response of chemo-radiotherapy showed no significant correlation with the
polymorphisms of ERCCI(118) and XRCC1(399) genes(P>0.05). The 1-,2-,3-year overall survival
rates after radiochemotherapy in patients with genotypes of C/C and C/T+T/T of ERCCI were
97.7% ,94.3% ,86.3% ,and 98.2% ,87.4% ,73.8% ,respectively (P<0.05). The 1-,2-,3-year overall
survival rates after radiochemotherapy in patients with genotypes of G/G and A/A+G/A of XRCC1
(399) were 97.7% ,94.3% ,86.3% and 98.2% ,87.4% ,73.8% ,respectively (P<0.05). [ Conclusion ]
Polymorphisms of ERCCI and XRCCI in NPC have no correlation with the short-term response of
radiochemotherapy,but have significant correlation with overall survival of patients. Polymor-
phisms of ERCCI and XRCCI may be used as predictors of survival for NPC patients receiving
radiochemotherapy.
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Figure 1 Survival curve of patients with
ERCCI1 genotypes
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Figure 2 Survival curve of patients with
XRCC1 genotypes
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