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Abstract: [ Purpose ] To investigate the expression of miR-34a in esophageal squamous cell carci-
noma(ESCC) and its clinical significance. [ Methods ] The expression of miR-34a in 75 cases with
ESCC and adjacent cancer tissues was tested by reverse transcription—polymerase chain reaction
(RT-PCR). 2 method was used to calculate the relative quantitative expression of miR-34a,
which was analyzed together with clinicopathological and follow-up data. [Results] The expres-
sion of miR-34a was higher in the tumor tissues than that in cancer adjacent tissues. Multivariate
analysis showed that smoking and clinical stage were independent factors influencing the expres-
sion of miR-34a in ESCC.Progression-free survival and overall survival in lower miR-34a expres-
sion group were worse than those in higher miR-34a expression group. Multivariate analysis indi-
cated that lower miR-34a expression was independently associated with poorer progression-free
survival and overall survival. [ Conclusions] MiR-34a might be an important indicator for predic-
tion of prognosis of ESCC.

Subject words: esophageal neoplasms;squamous cell carcinoma;microRNA-34a; progression-free
survival(PFS); overall survival(OS)
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Table 1 Association of miR-34a expression with the clinicopathological
features of ESCC

Parameters Low . High. Z P
expression expression

Gender
Male 61 32 29 6.695 0.010
Female 14 2 12

Age(years old)
<60 34 17 17 0.547  0.460
=60 41 17 24

Smoking
Yes 52 29 23 7.452  0.006
No 23 5 18

Drinking
Yes 31 8 23 8.130  0.004
No 44 26 18

Family history of cancer
Yes 15 5 10 1.089  0.297
No 60 29 31

Tumor location
Upper 7 31 37 - 1.000
Middle/lower 68 3 4

Depth of invasion
T, 15 4 11 2.636 0.104
T, 60 30 30

Lymph node metastasis
No 28 7 21 7.454  0.006
N3 47 27 20

TNM stage
[~ 34 9 25 8.929 0.003
I 41 25 16

Differentiation
High/moderately 60 29 31 1.089  0.297
Poorly/undifferentiation 15 5 10

Nerve/vascular invasion
Yes 48 27 21 6.412 0.011
No 27 7 20

Table 2 Univariate analysis of factors related to low miR-34a
expression in 75 cases with esophageal squamous cell carcinoma

Parameters OR 95%C1 P

Gender(female vs male) 0.151  0.031~0.733 0.019
Age(=60 vs <60 years old) 0.708  0.284~1.769 0.460
Smoking(yes vs no) 4.539  1.464~14.07 0.009
Drinking(yes vs no) 4.153  1.521~11.33 0.005
Family history of cancer(yes vs no) 0.534 0.163~1.752 0.301
Tumor location(upper vs middle/lower) 0.895 0.186~4.308 0.890
TNM stage(lll vs I ~1I) 4340 1.618~11.64 0.004
Differentiation(poorly/undifferentiation vs 0.534  0.163~1.752 0.301

high/moderately)
Nerve/vascular invasion(yes vs no) 3.673 1.308~10.31 0.014
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Figure 1 PFS curves of esophageal squamous cell carcinoma patients
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Table 3 Univariate analysis of factors related to OS and PFS in 75 cases with esophageal squamous cell carcinoma

Parameters 05 PKS
HR 95%CI P HR 95%CI P
Gender(female vs male) 0.144 0.035~0.600 0.008 0.063 0.009~0.460  0.006
Age(=60 vs <60 years old) 0.723 0.388~1.344 0.305 0.787 0.429~1.443  0.439
Smoking(yes vs no) 3.710 1.550~8.881 0.003 4.053 1.697~9.679  0.002
Drinking(yes vs no) 2.463 1.225~4.949 0.011 3.192 1.561~6.529  0.001
Family history of cancer(yes vs no) 0.575 0.241~1.372  0.212  0.676 0.300~1.523 0.345
Tumor location(upper vs middle/lower) 0.634 0.195~2.056 0.447 0.406 0.098~1.680 0.213
TNM-stage(Ill vs I ~1I) 2.378 1.223~4.623 0.011 2.634 1.364~5.085 0.004
Differentiation(poorly/undifferentiation vs high/moderately) 1.185 0.564~2.491 0.654 0.947 0.438~2.047 0.890
Nerve/vascular invasion(yes vs no) 1.132 0.596~2.151 0.704 1.483 0.771~2.855 0.238
miR-34a expression(low vs high) 7.388  3.639~14.998 0.000 6.082 3.071~12.046 0.000
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