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Abstract: [ Objective ] To investigate the expression of miRNA-22 in serous ovarian adenocarci-
noma of different stages and its relation to chemotherapy drug resistance. [Methods ] The differ-
ential expression of microRNA was screened using the gene chip technique,and then RT-PCR
was used to detect the expression of miRNA-22 in ovarian cancer SKOV3 and SKOV3-TR30, nor-
mal ovarian epithelial IOSE80 cells and in serum of 50 patients with serous ovarian adenocarci-
noma and 25 healthy women. The correlation of miRNA-22 expression with serous ovarian adeno-
carcinoma of different stages was analyzed before and after treatment. [Results | The expression of
miRNA-22 in chemoresistant SKOV3-TR30 cells was significantly higher than that in sensitive
SKOV3 cells(P<0.05) ,and the expression in normal ovarian epithelial [OSESO cells was significantly
lower than that in the SKOV3 sensitive cells (P<0.05). The expression of miRNA-22 in different
FIGO surgical-pathological stages was increased from stage I , I, Il to stage IV. After treatment
with the unified chemotherapy regimens,the expression level in non-response group was higher
than that in response group(P<0.05). [Conclusion] MiRNA-22 might be a potential tumor marker
in patients with ovarian cancer,the high expression of miRNA-22 may be closely related to ex-
cessive proliferation and metastasis,invasion of serous ovarian adenocarcinoma cells,and it also
may be closely related to the chemotherapy drug resistance.
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miRNA-93 10.20 1.66 +6.14
miRNA-4492 8.28 1.51 +5.48
miRNA-2861 6.40 1.25 +5.12
miRNA-21 9.26 2.20 +4.21
miRNA-99b 1.07 7.55 -7.06
miRNA-let-7a 0.93 6.24 -6.71
miRNA-4267 1.62 9.55 -5.90
miRNA-122-5P 1.79 6.81 -3.84
miRNA-199a 4.93 11.35 -2.30
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Note: “+"represents differential expression increased compared with normal

group; “—"represents differential expression reduced compared with normal group.
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Table 2 The relative expression of miRNA-22 in three
kinds of cell lines (x=s)

Cell lines N miRNA-22 t P
SKOV3 16 2.95+0.71* t,=2.323 P=0.025
SKOV3-TR30 16 3.45+0.74" t=-11.361  P=0.001
T0SE80 16 1.23+0.24° t=-12.607 P=0.001
Note: a:SKOV3 group vs SKOV3-TR30 group, P <0.05;b:

SKOV3-TR30 group vs IOSE80 group, P<0.05;c¢:SKOV3 group vs
I0SE80 group, P<0.05.
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Table 3 The relative expression of miRNA-22 in different
stages in patients of ovarian cancer (x+s)

Different stages N miRNA-22 t P

I 6 2.63+0.66 - -
| 6 4.59+0.95 -6.765" 0.001*
1] 22 8.44+0.98 11.273" 0.001"
1% 16 8.88+0.87 -1.340¢ 0.190¢

Note: a: compared with stage | ,P<0.05;b: compared with stage
II', P<0.05;c: compared with stage Il , P>0.05.
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Table 4 The relative expression of miRNA-22 before and after

chemotherapy in the patients of ovarian cancer(x+s)
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Chemotherapy effective group 18 3.4620.68 1942038 -7.794 o001 W fRACHE Ty a4 G R RE ™ R EH

Chemotherapy invalid group 32 8.12+1.60  7.78x127  0.688 0497  fE J7 5% (9 UP 5595 40 M2 miRNA-22 £ H4 91

Note : * ; comparison between the group before chemotherapy and after chemotherapy.
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