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Expression of WntSa in Cervical Squamous Cell Carcinoma

and Its Clinical Significance
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Abstract ; [ Objective | To investigate the expression of Wnt5a in squamous cell carcinoma of the
cervix and its clinical significance. [Methods] The expression of Wnt5a mRNA and protein was
detected by in situ hybridization and immunohistochemistry in 60 cases of squamous cell carci-
noma of the cervix,with adjacent normal cervix tissue as control group. The correlation between
clinical features and expression of WntSa mRNA and protein was analyzed. [Results] The posi-
tive rates of WntSa mRNA and protein in cervical squamous cell carcinoma were 93.3%(56/60)
and 96.7%(58/60) ,respectively ,which were significantly higher than those in normal cervix tissue
(P<0.001). The expression of WntSa mRNA was significantly correlated with the expression of
Wnt5a protein in cervical squamous cell carcinoma (r.=0.323,P<0.05). The expression of Wnt5a
mRNA and protein was significantly correlated with histological grade,lymph node metastasis,
depth of invasion and clinical stage of cervical cancer (P<0.05),but not correlated with age and
tumor size (P>0.05). [Conclusion] Wnt5a expression may be closely related to development of
squamous cell carcinoma of the cervix and it may provide information for metastatic potential and
prognosis of cervical cancer.
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Figure 1 Positive expression of Wnt5a mRNA in
squamous cell carcinoma of the cervix (FITC x
100, in situ hybridization)

Figure 2 Positive expression of Wnt5a protein in
squamous cell carcinoma of the cervix (HRP %100,
immunohistochemistry)
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Table 1 The correlation between the expression of
Wnt5a mRNA and protein

Wnt5a protein

Wnt5a mRNA N . - P
Positive  Negative

Positive 56 55 1

Negative 4 3 1 0.323 0.012

Total 60 58 2
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Table 2 The expression of WntS5a and clinicopathologic parameters

. Wnt5a mRNA Wnt5a protein
Variables N — - — -
Positive ~ Negative P Positive  Negative X P
Age(years)
<45 2 2 3 0.162 24 ! 0.059 0.808
=45 35 34 1 ’ 34 1 ’ '
Tumor size(cm)
<4 48 46 2 47 1
2411 0.121 1.164 0.281
>4 12 10 2 11 1
Pathological grading
! 13 10 3 7.183 0.029 1 > 7.480 0.044
I~ 1 47 46 1 ’ ’ 47 0 ’ '
Myometrial invasion
<12 51 50 51 0
12.101 0.009 11.724 0.020
=1/2 9 6 3 7 2
Lymph node metastasis
Yes 49 48 1 49 0
9.192 0.017 9.216 0.031
No 11 8 3 9 2
FIGO stage
[+ 50 49 1 50 0
10.500 0.013 10.345 0.025
I+1v 10 7 3 8 2
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