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Abstract: [ Objective | To investigate the expression of long non-coding RNA HOTAIR and its
clinicopathological significance in gastrointestinal stromal tumor(GIST). [ Methods] The expression
levels of HOTAIR in 59 GIST samples were detected by real-time polymerase chain reaction
(RT-PCR),and the correlation of HOTAIR expression with cancer risk grade ,mitotic count and
prognosis was analyzed. [Results] The expression of HOTAIR was significantly correlated with
cancer risk grade,mitotic count and multiple tumors. The 2-year survival rate in patients with
high HOTAIR expression was significantly higher than those with low HOTAIR expression (96.0%
and 69.2% , P=0.024). [ Conclusion] Long non-coding RNA HOTAIR is correlated with malignant
degree and prognosis of GIST,indicating that it may be used for diagnosis and prognosis of GIST.
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Table 1 HOTAIR expression in 59 cases with GIST

Parameters N HOTAIR/GAPDH
Gender

Male 37 0.00376+0.00509

Female 22 0.00236+0.00504
Primary site

Stomach 30 0.00291+0.00437

Small intestine 21 0.00262+0.00317

Colon 8 0.00395+0.00448
Risk grade

Entremely low 6 0.00025+0.00032

Low 17 0.00050+0.00049

Medium 16 0.00123+0.00136

High 20 0.00710+0.00586
Solitary or multiple

Solitary 48 0.00200+0.00395

Multiple 11 0.00798+0.00620
Mitotic count(/S0HP)

<5 41 0.00156+0.00290

=5 18 0.00687+0.00624

F10.00798+0.0062, £ % 241 F kK% m Tk
4 (P=0.0006) ., [F]BFHR 45 4% 3 2440 (50 B 5T T )
=50, B =5 4 HOTAIR M X3R5
KR T <5 4 (0.00156+0.00290 vs 0.00687+
0.00624 , P=0.0001) (Table 1),
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Figure 1 Expression of HOTAIR in GIST patients with different risk grade
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