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Abstract ; [ Purpose | To investigate the expression of Th17 lymphocytes and cytokines in gastric
cancer patients,and to analyze its correlation with clinical parameters. [Methods] Peripheral
blood was collected from 45 gastric cancer patients and 20 healthy volunteers. Peripheral blood
mononuclear cells (PBMCs) were obtained by Ficoll-Hypaque density centrifugation. Expression of
Th17 cells was detected by flow cytometry. Tumor tissues and cancer adjacent tissues were col-
lected from 30 gastric cancer patients,and the distribution of Th17 cells in gastric cancer tissue
was detected by double staining immunohistochemistry. mRNA expressions of retinoid acid relat-
ed orphan receptor C (RORc) IL-17 11.-23 | 1L-21 IL-22 | IL-13 ., TGF-B and IL-6 were examined
by Real-time RT-PCR. [Results] Compared to healthy controls,the percentage of Th17 cells in
peripheral blood was significantly increased in gastric cancer patients. A large number of CD4%/
IL-17"T cells were observed in gastric cancer tissues,whereas rare CD4*/IL-17*T cells were ob-
served in cancer adjacent tissues. mRNA expression levels of RORec IL-17 1L-21 , TGF-B and IL-6
in gastric cancer tissues were significantly increased in comparison to controls. Furthermore , mR-
NA expression of RORc in gastric cancer tissues has positive correlation with that of IL-17, TGF-f3
and IL-6 and TNM stage. [ Conclusion ] Th17 cells may contribute to gastric cancer pathogenesis.
Subject words: gastric neoplasms;T help 17 cell;interleukin 17 ;retinoid acid related orphan re-
ceptor(ROR)
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Figure 1 The proportion of Th17 cells in peripheral blood of gastric cancer patients

Cancer

Controls

710

Be e 7 % 2015 4 5% 21 %% 9 H



Cancer CD4 T1-17(x200) Cancer CD4 TL-17(x400)

u

Normal CD4 IL-17(x200) Normal CD4 IL-17(x400)

Note : Green arrows indicated the cancer cells,and the red arrows indicated Th17 cells.
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Figure 4 A linear correlation dependability analysis of RORc mRNA expression and IL-17,IL-21, TGF-f3 and
IL-6 mRNA expressions in gastric cancer
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Table 1 Association between RORc mRNA expression in gastric

cancer tissues and clinicopathologic factors
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