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Abstract: [Purpose ] To identify hnRNPA2/B1 protein in G, phase from HepG2 by the pro-
teomics methods. [ Methods] G, phase Proteins of HepG2 cells were exiracted and separated by
two-dimensional electrophoresis,and the hnRNPA2/B1 proteins were identified by image scan-
ner and MALDI-TOF-MS. [Results] HnRNPA2/B1 protein in G, phase from HepG2 was suc-
cessfully separated and identified. [Conclusion] The hnRNPA2/B1 protein in G, phase from
HepG2 is identified successfully. It can provide the basis of the treatment for tumor.
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Table 1 The effect of TdR on cell cycle phase of
synchronized hepatocarcinoma HepG2 cell(x+s, %)

G, phase Go/M phase
Control 69.11£1.02 16.23+0.79
12h 19.20+1.50 63.62+2.82"
24h 75.24+0.17" 0.95+0.64

*:compared with control , P<0.05.
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Figure 1 Cell scanning in the different phases of the HepG2 cell cycle
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Figure 2 The 2-DE PAGE maps of G, phase
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Table 2 Up-regulated significantly in G, phase

Spot  Accession Score pl  Mr(x10%) Coverage Protein name
33 gil73949729 117 438 10.662 93% similar to basic transcription factor 3 isoform 3 [Canis familiaris|
45  gil73949729 83 438  10.662 89% similar to basic transcription factor 3 isoform 3 [Canis familiaris]
97 ¢il14043072 164 897  37.464 62% hnRNP A2/B1 isoform Bl
138  gil113428470 68 9.04  72.790 29% similar to Zinc finger protein ZFP-36
167 ¢il16878077 301  6.85  68.790 41% FUBPI protein
172 ¢il61656607 141 477  92.567 27% tumor rejection antigen (gp96) 1
175 gil3891601 146 846  15.041 62% chain A Jhuman platelet profiling complexed with the L-Pro 10 peptide
187 ¢il38679884 110 5.11  20.617 47% sorcin isform b
281 gil7669492 142 8.57  36.201 61% glyceraldehyde-3-phosphate dehydrogenase
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Figure 3 The MS/MS of 97
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