Journal of Chinese Oncology,2013,Vol.19,No.1

BSIEALA miR-29a 5§ VEGF-A Rix
FoLiEES e EN

FER,F RLEFELA ORLHEERILAZE VAL
gegRig Ay ML BR B

(1. T R it i 42565 324 5 Bt , J IR 4000205255 = 4% BE K2 3 A 16 e, J R
4000375 3.5 = ZE R RF P 24 BE , PR 400038)

 OE [ HM] W miR-29a FllE P KA KA - A(VEGF A)TE B R N LT M 4181

B IR, T R AOCE . [k ] RITPOL I %E 1 PCR RGN 50 51 B i £ 1l
1 T miR-29a, & 1] ELISA $AR & I 1 i VEGF-A E‘Jé%ii,*']ﬁﬁﬁ'a%‘%éﬂ%iﬁffﬁ?)ﬂﬂ 113 #1115
Pt 120 (57 B miR-29a = ik 41 K 56 ] miR-29a (R £ ik 20 ) VEGF-A #3&ik | I 50 #r

HAEIKHICHEFE 15 2% 0 miR-29a b5 VEGF-A 3'UTR % A L. (465 A
L7 miR-29a 15 VEGF-A 19235 5 9L B M5 (R*=0.56,P<0.0001); 5 i 4141

miR-29a ik £ 5 4 VEGF-A FiEHME R 2 5 T miR-29a & KA (74.32%+7.98% vs
34.37%+6.59% ,P<0.001) ; VEGF-A 3'UTR J¥ % 7] fE 7 miR-29a 4 /€ W45 & 00, (4518 ]
miR-29a J& — NV 7E 1 398 miRNA | 7] fig & 13 0l VEGF-A iy 3% Aﬁﬁ?iﬁ}mﬁﬂ/ﬁm
FA M miR-29a; 145 N A K B F-A

FE %S .R735.2 T ERIRAD A X EHS1671-170X(2013)01-0038-04

Expression of miR-29 and Its Relationship with Vascular

Endothelial Growth Factor-A(VEGF-A) in Gastric Cancer

LI Xue-cheng', LU Bing®>, WANG Zong-hua®, et al.

(1. No. 324 Hospital of PLA ,Chongging 400020, China; 2. Xingiao Hospital ,the Third Military
Medical University ,Chongging 400038, China; 3. Nursing School ,the Third Military Medical
University , Chongging 400038, China)

Abstract: [Purpose ] To investigate the expression of miR-29a and its relationship with vascu-
lar endothelial growth factor-A(VEGF-A) in gastric cancer tissues and serum. [Methods] The
expression of serous miR-29a and VEGF-A in 50 cases with gastric cancer were detected by
real-time PCR and ELISA  respectively. The expression of VEGF-A in 113 gastric cancer tis-
sues (57 cases with miR-29a high expression, 56 cases with miR-29a low expression) were de-
tected immunohistochemically,and the expressions between serous and tissues miR-29a or
VEGF-A in gastric cancer were analyzed. The miR-29a binding site on VEGF-A 3’ UTR se-
quence was analyzed by bioinformatic predictions program. [Results] The expression of miR-
29a and VEGF-A in the serum of patients with gastric cancer was significantly negative corre-
lation(R?*=0.56, P<0.0001). The expression of VEGF-A in low miR-29a expression group of gas-
tric cancer tissues was significantly higher than that in high miR-29a expression group
(74.32%+7.98% vs 34.37%+6.59% ,P<0.001). VEGF-A 3’UTR sequence might have stable
binding site with miR-29a.[ Conclusion] By suppressing VEGF-A expression, miR-29a is prob-
ably a potential tumor suppressing miRNA.
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Figure 1 The correlation between the expression
of miR-29a and VEGF-A in the serum of gastric
cancer patients
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A: Predicted results by targetscan software
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Figure 3 Prediction of the VEGF-A 3'UTR binding
site with miR-29a

A: HE staining of gastric cancer(x200); B: VEGF-A positive immunohistochemical staining of gastric cancer tissue(x200);
C: VEGF-A expression level in high- and low-miR29a groups

Figure 2 Relationship between the expression of miR-29a and VEGF-A in tissues of gastric cancer
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