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Abstract; [Purpose ] To investigate the expression levels of mismatch repair protein hMSH2
and nm23 in sporadic colorectal cancer,and their clinical significance.[Methods] The expres-
sions of hMSH2 and nm23 protein in 87 cases of colorectal cancer tissues were detected by im-
munohistochemistry SP method. The correlation between expression of hMSH2 and nm23 was
analyzed ,also the follow-up data was used for survival analysis. [Results] The expression of
nm23 protein in sporadic colorectal cancer tissues had no relationship with histological type (P>
0.05),but correlated with depth of invasion and lymph node metastasis (P<0.05). No significant
correlation was observed between hMSH2 protein expression and pathological features (P>0.05).
There was a positive correlation between the hMSH2 and nm?23 protein expression in sporadic
colo-rectal cancer (r.=0.635,P<0.05). The combined expression of hMSH2 and nm23 in sporadic
colo-rectal cancer correlated with depth of invasion,lymph node metastasis and prognosis (P<
0.05).[ Conclusions | nm23 protein expression level correlates with degree of malignancy of spo-
radic colorectal cancer,may be used as an indicator of invasive and metastatic potential.
hMSH2 and nm23 protein expression are positively correlated,the combined expression has
certain guiding significance for the prognosis of sporadic colorectal cancer.
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Figure 1 hMSH2 expression in colorectal tumor cells

Figure 2 nm23 expression in colorectal tumor cells

MEFRE 20134545 19%5% 5 H

383



Journal of Chinese Oncology,2013,Vol.19,No.5

Table 1 Relationship between the expression of hMSH2 and nm23 proteins and clinicopathologic
factors in sporadic colorectal cancer

hMSH2 nm23
Factors N - 2 p n - 7 P
Histological type
Well differentiated adenocarcinoma 11 7 13 5
Moderately differentiated adenocarcinoma 24 15 25 14
. ) . 0.34 >0.05 3.35 >0.05
Poorly differentiated adenocarcinoma 14 8 12 10
Mucinous adenocarcinoma 5 3 3 5
Invasion depth
Strata submucosa 2 2 4 0
Muscle layer 19 12 0.30 >0.05 22 9 7.46 <0.05
Serosa and outside the serosa 33 19 27 25
Lymphatic metastasia
= 29 13 31 11
1.68 >0.05 5.67 <0.05
+ 25 20 22 23
Table 2 Relationship between combined expressions of hMSH2 and nm23 proteins and pathological factors
Combined expression of Invasion depth Lymphatic metastasia
hMSH2 and nm23 Strata Muscle Serosa and 2 2
. . X P - + X P
proteins submucosa  layer outside the serosa
+ 2 19 21 20 22
6.39  <0.05 5.34 <0.05
- 0 4 18 4 18
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Figure 3 Kaplan-Meier estimates for probability of non-relapse during follow-up
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