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Abstract: [ Purpose | To explore PAR1 mRNA and protein expressions in esophageal squamous
cell carcinoma(ESCC) tissues and their matched cancer adjacent tissues. [ Methods ] The expres-
sions of PART mRNA and protein in ESCC tissues and their matched cancer adjacent tissues
were detected by RT-PCR and ITHC, respectively. Meanwhile, the different expressions of PAR1
mRNA in ESCC tissues between different clinicopathologic features were analyzed.[ Results ] The
expression level of PART mRNA in ESCC tissues was significantly higher than that in their
matched cancer adjacent tissues (146.220+24.790 vs 134.054+23.593,t=—4.17, P<0.01). ESCC
patients with lymph node metastasis had a higher expression level of PARI mRNA(=-2.199, P<
0.05). Also, there was a higher positive rate of PAR1 protein expression in ESCC tissues(49% vs
3.64% ,x*=23.04,P<0.001). [Conclusion] Both PAR1 mRNA and protein expressions are upregu-
lated in ESCC tissues, which might closely associate with carcinogenesis and progress of ESCC.
Subject words: protease activated receptor (PAR1);esophageal neoplasms;squamous cell carci-
noma; RT-PCR;IHC
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Figure 1 The expression of PARI mRNA in 9 ESCC cell lines by RT-PCR

Table 1 PARI mRNA expression in cancer adjacent tissues and
esophageal carcinoma tissues

Groups n Mean Std. Deviation t P
Cancer adjacent tissues 35  134.054 23.593

, , 417 <0.01
Esophageal carcinoma tissues 35 146.220 24.790

Table 2 PARI mRNA expression in esophageal carcinoma patients with
different clinicopathologic features

Clinicopathologic features n X t P
Gender
Male 20 145.215 0273 0786
Female 15 147.560
Age(years)
<60 15 143.973 0459 0.649
>60 20 147.905
Tumor size(mm)
<20 23 144.480 0569 0573
>20 12 149.555
Clinical stage
[~1 21 146.674 0131 0897
I~V 14 145.539 ’ ’
Lymph node metastasis
Yo ! 139.089 -2.199  0.035
N, 14 156.917
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A: The cells in carcinoma nests were not stained (SP staining DAB x 100);

B: The cells in carcinoma nests were stained light yellow (SP staining DAB x 100);
C: The cells in carcinoma nests were stained dark yellow (SP staining DAB x 100);
D: The cells in carcinoma nests were stained brown (SP staining DAB x 100).

Figure 2 PARI expression determined by immunohistochemical staining(IHC)
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