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Detection of VEGF-C and VEGF-D mRNA in Cervical Cancer

Early Stage and Sentinel Lymphatic Node by Real-Time PCR
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(Beijing Obstetics and Gynecologic Hospital ,Capital Medical University , Beijing 100006, China)

Abstract: [ Purpose | To investigate VEGF-C and VEGF-D mRNA levels in early stage of cervical
cancer and sentinel lymphatic nodes(SLN). [Methods] The cancer tissues, pericancerous tissues,
positive SLN ,negative non-SLN and normal tissues in 51 cases with cervical cancer early stage
were collected. Lymphatic metastasis was observed using transmission electronic microscope,
VEGF-C and VEGF-D mRNA were detected by real-time PCR,and the relationships of VEGF-C
and VEGF-D mRNA with clinicopathologic factors were studied. [Results] With transmission
electronic microscopy,there were hyperplastic lymphatic vessels surrounding the cervical cancer
tissues. Expressions of VEGF-C and VEGF-D mRNA in cancer tissues,pericancerous tissues,or
positive SLN tissues were significantly higher than those in negative non-SLN or normal tissues
(P<0.05). The expressions of VEGF-C and VEGF-D mRNA in cervical cancer were significantly
different between those with and without lymph node metastasis, those with and without lymph ves-
sel invasion,and depthes of tumor invasion (P<0.05),but there was no significant difference be-
tween ages, stages, lesion sizes, grades ,or pathologic types (P>0.05). [Conclusion] VEGF-C and
VEGF-D play an important role in lymph node metastasis of cervical cancer early stage. VEGF-C
and VEGF-D may be crucial indexes for predicting lymph nodes metastasis,and may become
treatment target for inhibition of lymph node metastasis of cervical cancer.
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A :Tumor cell with extending pseudopod ;
B:Endothelial cell of lymphatic vessel.

Figure 1 Tumor cell streching out pseudopod into
lymphatic cavity under transmission electron microscope
(TEM)(x500)

A :Tumor cell invading into SLN;
B:SLN lymphatic cell.

Figure 3 Tumor cell invading into SLN under TEM
(x5 000)

Figure 2 Tumor cell invading into lymphatic vessel under

) &

A :Tumor cell invading into lymphatic vessel.

TEM (x15 000)

Figure 4 Extracted totoal RNA with agarose gel
electrophoresis
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Table 1 Copy number of B-actin, VEGF-C and VEGF-D mRNA in various tissues

mRNA Cancer tissue Paracancerous tissue SLN(+) Non-SLN(-) Normal tissue
B-actin 47328+19286 48740+18632 45990+15774 47140+£22647 49690+20866
VEGF-C 54630+149777 51770+£14932 69410+17396" 32220+16044™ 29410+12687"
VEGF-D 7688+1898 8612+2219 9930+2438" 5260+2905 4651+1558"

Note:" Comparing with cancer tissue, P<0.05;“Comparing with cancer tissue, P<0.01.

Table 2 Relationship of Expressions of VEGF-C and VEGF-D mRNA with Clinicopathologic features

Parameters n VEGF-C mRNA P VEGF-D mRNA P
Age(years)
<35 16 53768+13977 7564+1564
0.423 0.151
>35 35 55287615237 7650+1760
FIGO stage
I b1+ 1h2 32 548796+13654 6976+1863
0.612 0.146
Ma 19 583659+15870 7091+1672
Tumor size(cm)
<4 32 527470+145948 6693+1276
0.564 0.120
>4 19 563874+15438 6954+1782
Pathologic type
Squamous cell carcinoma 41 543985+12984 68371820
. 0.759 0.705
Adenocarcinoma 10 530498+13870 6012+1690
Differentiation degree
Well-moderate differentiation 38 490846+15387 0.498 70271709 0121
Poor differentiation 13 507287+13904 ’ 6301+1545 '
Lymphatic vessel infiltration
- 33 402873+14390 6602+1840
: 0.039 * 0.014
+ 18 563872+15638 79541756
Infiltration depth
<12 21 427692+15367 65871809
>1/2 30 583091+15298 0.042 73561769 0.019
Lymph node metastasis
Non-SLN(-) 33 433769+15395 6408+1874
0.0254 0.021
SLN(+) 16 561248+14982 7740+1791
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