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Expression of microRNA-212 in Gastric Cancer and Its Clini-
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Abstract: [ Purpose | To investigate the expression of microRNA-212 (miR-212) in gastric cancer
and its relationship with clinicopathological characteristics. [Methods] The expression levels of
miR-212 in 22 specimens of gastric carcinoma tissue and their matched non-tumor adjacent tissue
specimens were examined by stem-loop real-time RT—-PCR. [Results] The expression levels of
miR-212 in gastric carcinoma tissue and normal gastric tissue were 1.439 and 1.000 respectively,
with significant difference (P<0.05). Also,the expression levels of miR-212 related to the position
of tumor,degree of differentiation,lymph node metastasis and TNM staging (P<0.05). [ Conclusion ]
The expression of miR-212 might play a key role in the carcinogenesis and progress of gastric
cancer.
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