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Abstract: [Purpose ] To investigate the expression of UHRF1 and its clinical significance in blad-
der cancer. [ Methods ] Real-time polymerase chain reaction (RT-PCR) and immunohistochemistry
were used to detect the expression of UHRF1 in bladder cancer tissue (58 cases) and normal blad-
der tissue (20 cases). The relation between expression of UHRF1 in bladder cancer tissues and
clinicopathologic features was analyzed. [ Results | The expression of UHRFI mRNA was higher in
bladder cancer tissues(107.0£24.3) than that in normal bladder tissues(1.9+0.4)(P<0.001). There
was negative expression of UHRF1 protein in normal bladder tissues, while the positive expres-
sion of UHRF1 was 53.4% in bladder cancer tissues. The expression of UHRF1 related to tumor
grading (P=0.026) and staging (P=0.017), but did not relate to gender, age, tumor number and
size (P>0.05). [Conclusion] The expression of UHRF1 is higher in bladder cancer than that in
normal bladder tissues and relates to tumor grading and staging. It suggests that overexpression of
UHRF1 might contribute to progress of bladder cancer.
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