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Abstract: [Purpose | To investigate the effect of liposomal transfection of HPV16E7 siRNA on the
proliferation of cervical carcinoma cell line CaSki. [Methods] HPV16E7 siRNA was synthesized
and transfected into CaSki cell by liposome. Cell morphological change was observed with mi-
croscopy, and cell proliferation index was detected by flowcytometry. HPV16E7 mRNA expression
was determined by RT-PCR and protein level of HPVI6E7 was determined by Western blot.[ Re-
sults | For the CaSki cell transfected with siRNA, cell proliferation was inhibited significantly,
the expression of HPV16E7 mRNA and protein level of HPV16E7 was significantly decreased.
[Conclusion ] HPVI6E7 siRNA can inhibit the proliferation of cervical carcinoma cell line CaSki.
Subject words: HPV16E7;siRNA ;cervical neoplasms
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