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Abstract: By inhibiting the colonization and abnormal expansion of harmful bacteria and fungi in
the intestinal tract, microbiota-nourishing immunity plays an important role in maintaining the
homeostasis of human intestinal microorganisms, integrity of normal intestinal epithelial cells and
remodeling the host immune system. The destruction of intestinal microbial homeostasis and abnor-
mal expansion of pathogenic microorganisms mediated inflammatory microenvironment and immune
dysfunction have been repeatedly confirmed to be closely related to the occurrence and develop-
ment of colorectal cancer. In this paper, the contribution of microbiota-nourishing immunity in in-
hibiting the occurrence and development of colorectal cancer is reviewed, and the related mecha-
nism is explained.
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Figure 1 Intestinal flora homeostasis and microbiota-
nourishing immunity jointly maintain the health of
human intestinal environment
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Figure 2 Microbiota-nourishing immunity activates PPAR-y pathway to maintain
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Figure 3 Imbalance of microbial homeostasis promotes the formation of intestinal
inflammatory microenvironment
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Figure 4 CLRs -SYK-CADRY pathway inhibits the expansion of harmful
intestinal flora and reduces the risk of colorectal cancer
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