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Effect of Probiotics on bFGF Antigen Vaccine in Treat-
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Abstract: [ Purpose ] To investigate the effect of intestinal probiotics on bFGF antigen vaccine in
treatment of murine melanoma. [Methods] Lactobacillus acidophilus, Bifidobacterium and Entero-
coccus faecalis were given to C57BL/6 mice by gavage. The mice were subcutaneously injected
with bFGF antigen vaccine once a week for 5 weeks,then B16-F10 melanoma cells were inoculated
subcutaneously. The inhibition of tumor growth and lung metastasis were observed. The expression
of antibodies, the release of cytokines,the changes of intestinal microorganisms and related genes
were examined before and after the tumor cell inoculation.[ Results | Bifidobacterium increased the
expression of genes related to T cell activation and DC cell maturation,promoted the secretion of
IFN-y,enhanced the cellular immune response,and improved the efficacy of immunotherapy.
[ Conclusion | Bifidobacterium can promote the activation of CD8" T cells, enhance the response of
the tumor bearing mice to bFGF vaccine,and improve the efficacy of immunotherapy,which may
have potential clinical application value.
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Table 1 Primer sequence

Genes  Primer  Sequence

CD40  Forward 5'-GCTGCTGGTGGTGTTTATTACTGTG-3'
Reverse 5'-CTGGTCCGTGTGTGAAGGAC-3’

Relb Forward 5'-AACCTGGGCATCCAGTGTGTTAG-3’
Reverse 5'-TGCAGATGTCCCTGCTGGTC-3’

Rab27a Forward 5'-GTACAGAGCCAATGGGCCAGA-3’
Reverse 5'-AAACCCATAGCGTCCCTGAAGA-3’

Cxcl9  Forward 5'-CCGAGGCACGATCCACTACA-3’
Reverse 5'-AGTCCGGATCTAGGCAGGTTTG-3’
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Figure 1 Microbial classification at phylum level
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Figure 3 The release of cytokines
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Notes : A : control group;B:simple immune group;C:lactobacillus acidophilus group ;D :bifidobacterium group; E : enterococcus faecalis group

Figure 4 Pathological observation of mice spleens
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Figure 6 Lung metastasis of cancer cells .
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