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Abstract: Immune checkpoint inhibitors are an important treatment option for a variety of malig-
nancies and can significantly improve the overall survival of patients. However,immune checkpoint
inhibitors have no clinical benefit for a considerable proportion of patients. There is increasing evi-
dence that gut microbiota is associated with the efficacy and adverse effects of tumor immunothera-
py,it is expected to modulate intestinal flora and to enrich the beneficial bacteria may improve the
efficacy of immunotherapy. There are only a few overlaps in the gut flora reported in various stu-
dies, this article reviews several microbial species associated with tumor immunotherapy reported
in recent years.
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